[image: image1.emf]


0 
0.02 
0.04 
0.06 
0.08 



0.1 
0.12 
0.14 
0.16 
0.18 



0.2 



1 16 31 46 61 76 91 106 121 136 151 166 181 



Jabalpur India Iran 
Myanmar Thailand Vietnam 
Indonesia Vanuatu 



0 
0.02 
0.04 
0.06 
0.08 



0.1 
0.12 
0.14 
0.16 
0.18 



0.2 



1 16 31 46 61 76 91 106 121 136 151 166 181 



Venezuela Brazil Peru 



-4 
-3.5 



-3 
-2.5 



-2 
-1.5 



-1 
-0.5 



0 
0.5 



1 
1.5 



2 



1 6 11 16 21 26 31 36 41 46 51 56 61 66 71 76 81 86 91 96 101 106 111 116 121 126 131 136 141 146 151 156 161 166 171 176 181 186 



-4 
-3.5 



-3 
-2.5 



-2 
-1.5 



-1 
-0.5 



0 
0.5 



1 
1.5 



2 



1 6 11 16 21 26 31 36 41 46 51 56 61 66 71 76 81 86 91 96 101 106 111 116 121 126 131 136 141 146 151 156 161 166 171 176 181 186 



-4 
-3.5 



-3 
-2.5 



-2 
-1.5 



-1 
-0.5 



0 
0.5 



1 
1.5 



2 



1 6 11 16 21 26 31 36 41 46 51 56 61 66 71 76 81 86 91 96 101 106 111 116 121 126 131 136 141 146 151 156 161 166 171 176 181 186 



0 
0.02 
0.04 
0.06 
0.08 



0.1 
0.12 
0.14 
0.16 
0.18 



0.2 



1 16 31 46 61 76 91 106 121 136 151 166 181 



Kenya The Gambia 
Senegal Sierra Leone 
Cameroon 



-2 
-1.5 



-1 
-0.5 



0 
0.5 



1 
1.5 



2 
2.5 



1 6 11 16 21 26 31 36 41 46 51 56 61 66 71 76 81 86 91 96 101 106 111 116 121 126 131 136 141 146 151 156 161 166 171 176 181 186 



-2 
-1.5 



-1 
-0.5 



0 
0.5 



1 
1.5 



2 
2.5 



1 6 11 16 21 26 31 36 41 46 51 56 61 66 71 76 81 86 91 96 101 106 111 116 121 126 131 136 141 146 151 156 161 166 171 176 181 186 



-2 
-1.5 



-1 
-0.5 



0 
0.5 



1 
1.5 



2 
2.5 



1 6 11 16 21 26 31 36 41 46 51 56 61 66 71 76 81 86 91 96 101 106 111 116 121 126 131 136 141 146 151 156 161 166 171 176 181 186 



π	
  
Fu



 &
 L



i’s
 F



* 
Ta



jim
a’



s 
D



 



Th2R (311-327 aa) Th3R (341-364 aa) Th2R (311-327 aa) Th3R (341-364 aa) Th2R (311-327 aa) Th3R (341-364 aa) 



A B C 










0 

0.02 

0.04 

0.06 

0.08 

0.1 

0.12 

0.14 

0.16 

0.18 

0.2 

1 16 31 46 61 76 91 106 121 136 151 166 181 

Jabalpur  India  Iran 

Myanmar  Thailand  Vietnam 

Indonesia  Vanuatu 

0 

0.02 

0.04 

0.06 

0.08 

0.1 

0.12 

0.14 

0.16 

0.18 

0.2 

1 16 31 46 61 76 91 106 121 136 151 166 181 

Venezuela  Brazil  Peru 

-4 

-3.5 

-3 

-2.5 

-2 

-1.5 

-1 

-0.5 

0 

0.5 

1 

1.5 

2 

1 6 11

 

16 21 26 31 36 41 46 51 56 61 66 71 76 81 86 91 96 101 106 111

 

116

 

121 126 131 136 141 146 151 156 161 166 171 176 181 186 

-4 

-3.5 

-3 

-2.5 

-2 

-1.5 

-1 

-0.5 

0 

0.5 

1 

1.5 

2 

1 6 11

 

16 21 26 31 36 41 46 51 56 61 66 71 76 81 86 91 96 101 106 111

 

116

 

121 126 131 136 141 146 151 156 161 166 171 176 181 186 

-4 

-3.5 

-3 

-2.5 

-2 

-1.5 

-1 

-0.5 

0 

0.5 

1 

1.5 

2 

1 6 11

 

16 21 26 31 36 41 46 51 56 61 66 71 76 81 86 91 96 101 106 111

 

116

 

121 126 131 136 141 146 151 156 161 166 171 176 181 186 

0 

0.02 

0.04 

0.06 

0.08 

0.1 

0.12 

0.14 

0.16 

0.18 

0.2 

1  16 31 46 61 76 91 106 121 136 151 166 181 

Kenya  The Gambia 

Senegal  Sierra Leone 

Cameroon 

-2 

-1.5 

-1 

-0.5 

0 

0.5 

1 

1.5 

2 

2.5 

1 6 11

 

16 21 26 31 36 41 46 51 56 61 66 71 76 81 86 91 96 101 106 111

 

11

6 

121 126 131 136 141 146 151 156 161 166 171 176 181 186 

-2 

-1.5 

-1 

-0.5 

0 

0.5 

1 

1.5 

2 

2.5 

1 6 11

 

16 21 26 31 36 41 46 51 56 61 66 71 76 81 86 91 96 101 106 111

 

11

6 

121 126 131 136 141 146 151 156 161 166 171 176 181 186 

-2 

-1.5 

-1 

-0.5 

0 

0.5 

1 

1.5 

2 

2.5 

1 6 11

 

16 21 26 31 36 41 46 51 56 61 66 71 76 81 86 91 96 101 106 111

 

11

6 

121 126 131 136 141 146 151 156 161 166 171 176 181 186 

π

	

F

u

 

&

 

L

i

’

s

 

F

*

 

T

a

j

i

m

a

’

s

 

D

 

Th2R (311-327 aa)  Th3R (341-364 aa) 

Th2R (311-327 aa) 

Th3R (341-364 aa)  Th2R (311-327 aa) 

Th3R (341-364 aa) 

A  B  C 

Figure S2
Fig S2: Sliding window (window size=10 bp, step length=5 bp) analysis of genetic indices π, Fu & Li’s F* and Tajima’s D across the Th2R/Th3R region of CSP in populations from (A) Asia, (B) South America and (C) Africa.  The x-axis represents CSP amino acid positions 305 to 368. The Th2R and Th3R regions are indicated.
