Table S5. GO enrichment analysis of peak-relative genes for our dataset and two positive controls
	
	Short DHS
	Control 1
	Control 2

	Unique part
	Biological_process
	2477
	97
	104

	
	Cellular_component
	370
	44
	44

	
	Molecular_function
	701
	29
	53

	Common part
	Biological_process
	4854

	
	Cellular_component
	690

	
	Molecular_function
	1789


PAGE  
1

