Supporting Table 1. Assembly statistics.
	
	
	Optimized iterative assembly pipeline (OPTITDBA)
	SOAPdenovo
	

	Subject
	Number of reads
	Number of contigs
	Longest Contig (bp)
	N50 (bp)
	Circular
	Number of contigs
	Longest Contig (bp)
	N50 (bp)
	Circular
	Reference

	1
	10000000
	3516
	58746
	2981
	22
	1565
	108497
	5649
	3
	1[]


	2
	10000000
	1400
	42939
	3415
	10
	960
	93814
	7605
	2
	1[]


	3
	10000000
	977
	60257
	3986
	8
	487
	45986
	5289
	1
	1[]


	4
	10000000
	1617
	44975
	3661
	16
	805
	40190
	6165
	2
	1[]


	5
	10000000
	1150
	47449
	4561
	16
	463
	117255
	13073
	2
	1[]


	6
	5754268
	588
	77186
	5772
	10
	340
	47138
	9053
	2
	1[]



Note: All contigs shorted than 1,000bp are omitted from the above table.
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