
Table S3. The numbers of positive and negative residues derived from three different positive criterions 
	Positive criterion
	Number of positive and negative residues

	
	TP
	FP
	TN0
	FN0
	FN1
	M

	Mean survival ratio
	5
	0
	1
	1
	4.4
	18

	Normalized mean rupture time
	5
	1
	0
	1
	3.4
	15

	HBSI
	6
	1
	0
	0
	3.9
	19


Where TP and FP express number of the true and false positive identified-residues, TN0 and FN0 express the true and false negative identified-residue numbers, respectively, M is the predicted negative residue number, and FN1, the possible number of false negative residues in all predicted negative residues of M, were evaluated by Eq. 2. TN and FN, the numbers of all true and false negative residues, were evaluated by TN = TN0 +(M-FN1), FN= FN0 + FN1, respectively (see Materials and Methods, Table S1 and S2). 

