Table S3. List of the Microviridae peptidase genes detected, with their best BLAST hit against NR database.
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CF7ML001 YP_004754005 100 4E-25

YP_004754005 52.8 2E-07

YP_001793077 103 1E-25

YP_001301549  52.4 3E-07

YP_002221548 87.4 8E-21

ZP_05856140 56.6 1E-08

ZP_03317388 137 2E-40

ZP_02089970 122 2E-34

ZP_07798563 97.8 1E-24

ZP_07798563 103 7E-27

ZP_07798563 108 9E-29

Genome NR best BLAST hit

Sug-group Contig Gene name NCBI accession number E-value

Alpavirinae hypothetical protein CFU_3358 [Collimonas fungivorans Ter331]

Alpavirinae Human_gut_22_017 hypothetical protein CFU_3358 [Collimonas fungivorans Ter331]

Alpavirinae Human_gut_33_005 peptidase M15A [Leptothrix cholodnii SP-6]

Alpavirinae Human_gut_33_017 hypothetical protein BDI_0132 [Parabacteroides distasonis ATCC 8503]

Alpavirinae Human_feces_A_016 putative peptidase [Bacteroides phage B40-8]

Alpavirinae Human_feces_B_039 peptidase M15 family protein [Prevotella veroralis F0319]

Gokushovirinae Human_feces_C_014 hypothetical protein PROVALCAL_00295 [Providencia alcalifaciens DSM 30120]

Gokushovirinae Human_gut_33_003 hypothetical protein FAEPRAM212_00204 [Faecalibacterium prausnitzii M21/2]

Gokushovirinae Human_feces_A_020 peptidase M15 [Faecalibacterium cf. prausnitzii KLE1255]

Gokushovirinae Human_feces_E_007 peptidase M15 [Faecalibacterium cf. prausnitzii KLE1255]

Gokushovirinae Human_feces_E_017 peptidase M15 [Faecalibacterium cf. prausnitzii KLE1255]
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Tab S3

				Genome				NR best BLAST hit

				Sug-group		Contig		Gene name		NCBI accession number		Score		E-value

				Alpavirinae		CF7ML001		hypothetical protein CFU_3358 [Collimonas fungivorans Ter331]		YP_004754005		100		4E-25

				Alpavirinae		Human_gut_22_017		hypothetical protein CFU_3358 [Collimonas fungivorans Ter331]		YP_004754005		52.8		2E-07

				Alpavirinae		Human_gut_33_005		peptidase M15A [Leptothrix cholodnii SP-6]		YP_001793077		103		1E-25

				Alpavirinae		Human_gut_33_017		hypothetical protein BDI_0132 [Parabacteroides distasonis ATCC 8503]		YP_001301549		52.4		3E-07

				Alpavirinae		Human_feces_A_016		putative peptidase [Bacteroides phage B40-8]		YP_002221548		87.4		8E-21

				Alpavirinae		Human_feces_B_039		peptidase M15 family protein [Prevotella veroralis F0319]		ZP_05856140		56.6		1E-08

				Gokushovirinae		Human_feces_C_014		hypothetical protein PROVALCAL_00295 [Providencia alcalifaciens DSM 30120]		ZP_03317388		137		2E-40

				Gokushovirinae		Human_gut_33_003		hypothetical protein FAEPRAM212_00204 [Faecalibacterium prausnitzii M21/2]		ZP_02089970		122		2E-34

				Gokushovirinae		Human_feces_A_020		peptidase M15 [Faecalibacterium cf. prausnitzii KLE1255]		ZP_07798563		97.8		1E-24

				Gokushovirinae		Human_feces_E_007		peptidase M15 [Faecalibacterium cf. prausnitzii KLE1255]		ZP_07798563		103		7E-27

				Gokushovirinae		Human_feces_E_017		peptidase M15 [Faecalibacterium cf. prausnitzii KLE1255]		ZP_07798563		108		9E-29
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