EC_DHDPR MH-——————————————— DANIENEE GA.GGRMGROLIOAATALEG VS
MT DHDPR == —————m— oo m e ERNIENA G ~ K GKVGATMVRAVAA - A- DDl
TM_DHDPR MGSDK---IH---—--- HEHHHE VRN G Y SGRMGOEIOKVES -EXGHEN

SA DHDPR M———mmmmm o ASMEEEENG Y - GAMNQRVARLAE -EKGHERN
AT DHDPRI AMAD---SGEEAVKSVLPGNGISIMVNGCSGKMGKAVIKAAD-SAGVNIV
AT DHDPR2 LSMGKSETFEEAGNSVAPGNGISIMVNGCSGKMGKAVIKAAD-SAGVNIV
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EC_DHDPR BERER----EGSSLLGSDAGELAGAGKTGiN@E SLDAV - - KDDF DD
mr pekppPR - BBB-------------—-—--—--——— EoAGDPLSLLT-DGNTE RIS
TM_DHDPR - V-NGVEE---LDSPDiNED

SA DHDPR TPKAT--TPY-QQYQHIADVKGAD D
AT DHDPRI PISFGSAGEDGQ-RVEVCGKEITVHGP--TEREKVLSSVFEKHPELIVVD
AT DHDPR2 PTSFGSVEEAGQ-TVEVCGKEILVHGP--TEREKVLSSVFEKYPELIVVD
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EC_DHDPR FTRPEGTLNHLAFCROHGK/ENNENE T T GF DEAGKOATRDA - --AAD I AN
MT DHDPR FTHPDVVMGNLEFLIDNG I NN GTTGFTAEREQOVE SWLVAK PN T NN
TM DHDPR FSSPEALPKTVDLCKKYRABENMGTTALKEEHLOMLREL - - - SKE VENNG
SA DHDPR FSNPNLLEFPLI--DEDFHL PNEET T GEKEKLLNKLDEL- - - SONMENEHE
AT DHDPR1 YTIPSAVNDNAELYSKVGVPFVMGTTGGDRNKLYETVEE---AKIYA-VI
AT DHDPR2 YTIPSAVNDNAELYGKVGVPFVMGTTGGDRTRLYKTVEE--—-SKIYA-VI
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EC_DHDPR BANFSVGVNVM- - -LKLLEKAA-KVMGDY TSN R 1 K VDAP SGTA
MT DHDPR BPNFATIGAVLS - - -MHFAKQAA-REFD- - - [BEENEENN! PHKADAPSGTA
TM DHDPR AYNFSIGINVL---KRELSELV-KVLE Dy - DRSNS R FKKDAPSGTA
SA DHDPR SANMSYGVHAL---TKILAAAV-PLLDDF - BINEEEN  NKKVDAPSGTL
AT DHDPR1 SPOMGKQVVAFLAAME IMAEQFPGAFSGY -SLDVMESHQASKLDA-SGTA
AT DHDPR2 SPOMGKQVVAFLAAME IMSEQFPGAFAGY -SLEVMESHQASKLDA-SGTA
B s L . * *: * kk Kkk*k
EC_DHDPR LAMGEATAHAL---DKDLKDCAVYSREGHTGERVP-GT I ESINIRAGD IV
MT DHDPR ARTAKLIAEARKGLPPNP-DATSTSLPGARGEEN-- DCIENEENRE". GLV
TM DHDPR ILLESALGKS———=————=———————————————
SA DHDPR EKLYDVIVSLKENVJENY-DRHELNE-—-—- KRQP -GS GG T IV
AT DHDPR1 KAVISCFQ----ELGVSY-DMDQIQL--—-- IRDPKQQVEMVGVPEEHIS
AT DHDPR2 KAVISCFQ----KLGVSY-DMDQIQL--—-— IRDPKQQIEVVGVPEEHVS
EC_DHDPR GH- - RN | G- - BRI - s SRMTFANGAVRSALWLSGK-—-—- E
MT_ DHDPR - PENVEEGH - - - EEEEREPS . DRTSFVPGVLLAVRRIAER-———— P
TM DHDPR -G 1 G- - EERERE [ SRTVFATGALKAAEFLVGK-———- D
SA_DHDPR EE - - EENEERE T D - - BEEOEERA 0 SKDI FANGAIQAAERLVNK ——— -~ P
AT DHDPRI GHAFHLYHLTSPDETVSFEFQHNVCGRSIYAEGTVDAVLFLAKKIRLKAD
AT DHDPR2 GHAFHLYHLTSPDKTVSFEFQHNVCGRSIYAEGTVDAVLFLAKKIRSKAE
. . * . . * . . . .
EC_DHDPR SGLFDMRDVL-DLNNL
MT DHDPR -GIGLEPL--LDLH
TM DHDPR PEEISFEEVI--EGGE
SA DHDPR NEET------- FDNL
AT DHDPRI QRIYNMIDVLREGNMR

AT DHDPR2 KRIYNMIDVLREGNMR

Figure S5: Alignment of DHDPR sequences. Helical regions are shown in blue and -sheet
regions are shown in red.



