Table S4 Effect estimates of strongest interacting SNPs from nominally significant genes regarding FEV1 decline (n=669).
	Exposure
	Chrom
	Position
	gene
	SNP
	type
	All1
	All2
	Freq All1
	Betainteraction, (SE), P
	BetaSNP , (SE), P
	Betaexposure, (SE), P

	Interval 
	3
	150398272
	CP
	rs13075891
	imp 
	A
	T
	0.11
	 -96.3 (23.6), 4.65E-05
	 46.3 (23.4), 0.048
	   93.3 (53.0), 0.078

	PM10
	10
	120928816
	PRDX3
	rs1553850
	imp
	A
	T
	0.59
	  48.9 (14.7), 8.38E-04
	-23.8(15.9), 0.136
	   20.3 (55.4), 0.713

	(IQR: 83.4
	19
	50625332
	ERCC1
	rs11882642
	gen
	C
	T
	0.39
	   50.7 (16.4), 0.002
	  -6.1 (14.6), 0.676
	   30.5 (55.9),0.586

	  ug/m3* y)
	5
	95176000
	GLRX
	rs1047420
	imp
	A
	G
	0.39
	 -45.5 (15.3), 0.003
	 32.8 (15.0), 0.029
	 107.5 (54.2), 0.047

	
	7
	6373458
	RAC1
	rs6463553
	imp
	A
	G
	0.14
	  71.8 (24.9), 0.004
	 13.5 (21.4), 0.529
	   55.3 (53.8), 0.304

	
	15
	72831288
	CYP1A2
	rs2472304
	gen
	A
	G
	0.63
	  41.1 (14.5), 0.004
	-16.8 (15.5), 0.277
	   24.4 (56.4), 0.665

	
	14
	22564116
	PSMB5
	rs8013143
	gen 
	A
	G
	0.72
	 -43.7 (15.8), 0.006
	  11.5 (16.2), 0.478
	 132.7 (57.1), 0.020

	
	1
	191350672
	GLRX2
	rs10733078
	imp
	C
	T
	0.68
	  41.0 (16.4), 0.013
	   -9.5(16.1), 0.557
	   19.1 (57.1), 0.738

	Packyears
	14
	72773504
	PSEN1
	rs177408
	imp
	C
	G
	0.38
	 124.4 (31.9), 9.78E-05
	    0.5 (15.7), 0.973
	-150.9 (39.5),1.32E-04

	(IQR: 9.8
	18
	58953912
	BCL2
	rs4941183
	gen
	A
	G
	0.53
	-104.7 (29.6), 4.09E-04
	    6.1 (14.6), 0.678
	   64.1 (44.1), 0.146

	PY)
	8
	27337100
	PTK2B
	rs4434577
	imp
	C
	T
	0.83
	 144.3 (44.2), 0.001
	   -3.3(18.8), 0.862
	-291.5 (77.4), 1.67E-04

	 
	2
	201194080
	AOX1
	rs6761375
	gen
	A
	G
	0.10
	-208.7 (70.4), 0.003
	   -9.1(28.9), 0.754
	  -23.6 (30.7), 0.441

	 
	16
	1961894
	NOXO1
	rs2302178
	gen
	A
	G
	0.85
	 142.1 (47.2), 0.003
	   -7.9(20.3), 0.696
	-289.0 (88.6), 0.001

	 
	15
	64483384
	MAP2K1
	rs11856510
	imp
	G
	T
	0.08
	 106.7 (39.3), 0.007
	    3.0 (24.0), 0.900
	  -66.6 (32.2), 0.039

	
	
	
	
	
	
	
	
	
	
	
	


