Table S1. GenBank Accession Nos. and description of ovine SCF cDNAs submitted to NCBI
	GenBank Accession No.


	Description



	GU386371
	Ovis aries stem cell factor (SCF), genomic DNA,  partial cds, Exon(5)-Intron(5-6)-Exon(6) splice junction (Ref. HUMAN), Premature Intronic Stop Codon resulting in Truncated Transcript Variant-2a,b (-) form or alternatively spliced Transcript Variant-1, (+) form

	GU386372
	Ovis aries stem cell factor (SCF), complete mRNA/cDNA, Transcript Variant-1, (+) form, has the primary proteolytic-cleavage site, soluble product

	GU386373
	Ovis aries stem cell factor (SCF), complete mRNA/cDNA, Truncated, Transcript Variant-2a, (-) form, Premature Stop Codon, lacks the primary proteolytic-cleavage site, membrane-bound product, has 110 bp additional longer 5’ UTR seq. as compared to the shorter Transcript Variant-2b (34 bp)

	GU386374
	Ovis aries stem cell factor (SCF), complete mRNA/cDNA, Transcript Variant-2b, (-) form, alternatively spliced, has 34 bp shorter, 5’ UTR seq. as compared to the longer 5’ UTR seq. of Transcript Variant-2a (144 bp)
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