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sheeptso-1(+)5' UTR  [FTToGE TCACCETCTORC00CAREACAEEE RTCB006ECECARETACT COCASTGEASCE 60

sheeplso-2a(-)S'URR S —ACTGGCAGTGRAGCE] 15
wORFs DRs
sheepi347344.1, gene ~6CTC TGGACTATCTGCAGCEGC TGO CATGCASTATGCTG 46
Sheerlso=1(+)5'UTR  GECGTTCCGCTCGGGCTC: TGGACTATCICCAGCPGCTGCICATGCAGTATECTE 120
sheeplso-2a ()5’ UTR ~[BECCTTCCGCTCRRGCICARTELGTORACTATCTCE: TGCRETATECTS] 75
DRs DRs wORFs
sheeptM347344.1, gene CAGCTCCRGRACAGCTAAACGEAGTTGCCRCACREC TadrTaGECTCEATCACAGRGCTEg TTTC ACACR 130
sheeplso=1(+)5' UTR  GACCTCCAGAACAGCTARACGEAGTIECCACACPGC TGO/ TGGCTBRATCACAGPRCTGCLTTTC ACACAA 204
sheeplso-2a (=)' UTR [GAGCTCCAGAACAGCTARACGEAG TIGCCACACEGE TGO/ TGGGCTGRATCACAGRECTGETTTC ACRCAA 159
sheeplso=2b(-)S'UTR - TECTTCERCTAG KTCACA L GCTEC T TC CI TATG AAGARRACACHE] 43

(a;)
DRs
sheeps'UTR  T6CAGCFGCTGOICATGCAGTAT GCTGEAGCTCCAGRACAGCTARACGGAGTT GCCACAC 153
cows' TR TGCAGGCTGCICATGCAGTAT GCTGEAGCICCAGRACRGCTARACGGAGTTGCCACAC 153
goats' IR TGCAGCGCTGCICATGCAGTAT GCTGEAGCICCAGRACRGCTARACGGAGTTGCCACAC 121
pigs UTE TCAG(GCTGCICATGCRATATGCTGEAGCTCCAGRTCAGCTARACGGAGTT GCCACAC 157
horseS'UTR  TGCAGCLGCTGCICGTGCGSTAT GCTGEAGCTCCAGRACAGCTARACGCATCGCCACAC 156
mouseS'UTR  TGCAGCHGCTGCGGTGCARTATGCTGGAGCTCCAGAACAGCTAAACGEAGTCGCCACAC 161
humenS'UTR  TGCCGCLGCTGTICGTGCARTAT GCTGEAGCTCCAGRACAGCTARACGGATCGCCACAC 159
dogs' TR T6CCE (L GCCGOICOTGCRATAT GCTGCAGCICCGGAGCSTCTARGC CGAGTCGCCACAC 178
DRs DRs
sheeps'UTR  [CECTOOITOSGCTORATCACAGERCTERL TTTCCTTATG 192
cows' TR ICeCTErTosGCToRAT CRAGIGCTGCF TTTCCTTATG 192
goats' IR ICeCTErToEGCTORAT CAAGEGCTGEF TTICCTTATG 160
pigs UTE IcecTedTosecToeATCACAGreCTACE TTTCCTTATG 196
horses'UTR  |CECTOCITGRGCTORATCOCAGFECTGF TTICCTTATG 195
mouseS'UTR  |CGCTGCFTGOSCTGGATCGCAGFGCTGCFTTTCCTTATE 200
humens'UTR  |CACTCTITGIGCTGEATCOCAGFECTGCF TTICCTTATG 198
dogs' TR |cecredrosecTseatcacagectact TrrcerTaTe 217
(a,)
shespiso-1 (+) SUTR sheep is0-2a() SUTR sheep is0-25() SUTR
A ¢ 6 T A ¢ 6 1 A ¢ 6 T
GHC content= 63 49% GHC content= 6042% GHC content= 55.88%
(as)

729 bp intron-5 sequence of sheep SCF, complete

Ppas
GTAAGACATACAAGCATTCCTANTATARATGTAAGAAGCAAGACT GAATCATATGTGTAGGTAAGAATC
PAS ‘dimucleotide repeat

TACCTCTGACTCHERTATHT A G TAGCTAGRACAAGA (R GT TG TG TA TOTCHEATHRIAGCARAT

ATCAGTGGCAT (RARRAARAAAACAATAGT TATATACTTGTTGOTGTTCAagCCCARACAACACTTAAC
CATCTTCARAGTACAGAATTGCACATGAGGARAT GAT gt AT GAGATAGT CACTCATTTTCACEE gaT
TTATTAGTAATATACAATTATATICTICTTCACTTTCagTCTICT TARTGTCCCCTICTCARRTCTTTT
CCCTagGGGTCTAACTCTGAGGEATGAATTCTCATCTICACCACT TAACCCTGTATIGABACTICCTCE
CCACTATCATCCCTATGGATATGAAAT T TTARTTTAATTACT AT  TTGAARRAGTGACCRATTTC oG
CTATTTGCATTATTTACATITATTagCATGTgtAGGCAGTGARTCTTTGTTCTgEARGSTGACTTTGET
AT TAAT AR ATAGAATAGCAGGACCCAGTATARAATARATAGTATCTGAATARTCARGATTT
GGAAGCAGGCCTaSAARA G ACT L S AT GCACTTCACC T TGAGOAGTCTFTART TTATSTARR

TCGCCATGCAACAFEGRdGCATTATIGCTTICTATITAG

(b)
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ATGAGTGAATGTGTGATTTCCTCAACATCARGTCCT GAAARAGGTAAGACATACAAGCAT 684

“GTRAGACATACAAGCAT 17

TCCTAATATARATGTAAGAAGCAAGACTGAATCATATGTGTAGGTAAGRATCTACCTCTG 744

‘TCCTAATATARATGTAAGAAGCAAGACTGAATCATATGTGTAGGTAAGRATCTACCTCTG 77

TRs dinucleotide repeat TRs

PAn115merstretch

[CARATATRTATGTAGCTAGAACRAGACTGTGT GTGTAT GTCAA TATARAACARR TATF-AGTGACAT

ARARAAAAARRRRRRRE) 835

HE

|CARATATAT ATGTAGCTAGAACRAGACTGTGT GTGTAT GTCYRA TATARAAGCARATAT]

S S <

ACHCAATATRI ATGTAGCTAGRACAAGAC S TGTG TGTGIATGT-—~CIAAT ATAMAGEARATAT] 140
ACCAAATATRTATGTAGCTAGRAACAGAC NTGTG TGTGTATGTATG ICIAAT ATARAGEARATAT | 142
ACCAAATATR GCACAGCTAGAGAARGAT {GTATG TGTATATGT -~ ~CIAAT -AAAGEARATAI| 140
ACCAAATATR GTGTAG T TAGAGAARGAT S TATG TGTATATGT - ~CIAAT --ABANGATGTAT| 139
(e)
+84 bp proteolytic site
sheeplao-1(+)3' UTR  [KTGAGTGAATOT GTGATT TCCICAACATCAAGTCCT GARAR QATTCCAGAGTCAGTGTC 723
sheeplao-2(-)3' UTR  |KTGAGTGAATCT GTGATT TCCTCAACKTCAAGTCCTGARAARGET- 669
sneeplso-1(+)3 UTR  ACAAAACCATTTATGTTACCCCCTGTTGOAGCCAGCTCCCTTAGGART GACAGCAGTAGE 733,

sheeplso-2(-) 3 UTR

sheeplso-1(+) 3 UTR
sheeplso-2(-) 3 UTR

sheeplso-1(+) 3 UTR
sheeplso-2(-) 3 UTR

sheeplso-1(+) 3 UTR
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shecslao-L(3)5/ VTR ACKCTSTIACTI TGO TACATIGSCGS eI CASTICATOTTT ST A Tasarsacdi]

sheeplso-2(-)3'UTR A

TCATATGT--GTAGGTAAGRAT.
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B0
shecplso-1(#) VTR [CITTZRACKRATICCTATICIGTCTSGAGT GACAGACCSCATCTTTAT CTOTICTISCTA 1149
“heerlsa-2()7 TTR o 138
sneectso-1 ()7 UTR 1208
Cheerlsa-2 () UTR s
sneectso-1 ()7 UTR 1268
Cheerlsa-2 () UTR 76
sneectso-1 ()7 UTR 1328
Cheerlsa-2 () UTR 72
sneectso-1(4) 7 TTR 138
“heerlsa-2()7 TTR 739
sneectso-1 ()7 UTR 108
Cheerlsa-2 () UTR T 301
sheeplao-14) 5/ U7 1508
Sheepan-2 )2/ UTR 536
goatABOO2152.1  CAGCCTGGATABTGSGSSOTGSSGAICATCATTIOTATCHAAGGRATC TAGARARIGTIC. 1675

SheepTso-1(+)3'UTR  ARARRRAMAA 1513
sheepTso-2(-)3'UTR  ARARARAAA- 835
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