Figure S1A

[image: image1.png]White(+)

Black(+)

Brown(+)

White(+)

Black(+)

Brown(+)

White(+)

Black(+)

Brown(+)

White(+)

Black(+)

Brown(+)

White(+)

Black(+)

Brown(+)

White(+)

Black(+)

Brown(+)

White(+)

Black(+)

Brown(+)

White(+)

Black(+)

Brown(+)

White(+)

Black(+)

Brown(+)

White(+)

Black(+)

Brown(+)

White(+)

Black(+)
Brown(+)

GCGCTGCCTTTCCTTATGAAGARGACACARACTTGGATTATCACTTGCATTTATCTTCAR
M K KTQTWIITCTIYLQ
GCGCTGCCTTTCCTTATGAAGARGACACARACTTGGATTATCACTTGCATTTATCTTCAR

GCGCTGCCTTTCCTTATGAAGARGACACARACT TGGATTATCACTTGCATTTATCTTCAR

CTGCTCCTATTTAATCCICTGGTCCACACTCAAGGGATCTGCCGGAACCGTGTGACTGAT
LLLFNPLUYVHETQGICRNRYTD
CTGCTCCTATTTAATCCICTGGTCCACACTCAAGGGATCTGCCGGAACCGTGTGACTGAT

CTGCTCCTATTTAATCCTCTGGTCCACACTCAAGGGATCTGCCGGAACCGTGTGACTGAT

GATGTGARAGACGTTACAARATTGGTGGCAARTCTTCCARRAGACTATATGATAACCCTC
DV KDV TKLYVANTLEEKDTYMITHL
GATGTGARAGACGTTACARRATTGGTGGCAARTCTTCCARRAGACTATATGATAACCCTC

GATGTGARAGACGTTACAARATTGETGGCAARTCTTCCARRAGACTATATGATAACCCTC

AAATATGICCCCGGGATGGACGTTTIGCCTAGTCATIGTTGEATARGTGAGATGGTGEAR
KYVPGMDYVLPSHCWISEMVE
ARATATGTCCCCGGGATGGACGTTTTGCCTAGICATIGTTGEATARGTGAGATGGTGEAR

ARATATGTCCCCGGGATGGACGTTTIGCCTAGTCATTGTTGEATARGTGAGATGGTGEAR

CAACTGTCAGTCAGCTTGACTGATCTTCTGGACAAGTTTICARRTATTICTGAAGGCTTG
QL SVSLTDLLDEKESNTISEG GHL
CAACTGICAGTCAGCTTGACTGATCTTCTGGACAAGTTTICARRTATTICTGAAGGCTTG

CAACTGTCAGTCAGCTTGACTGATCTTCTGGACAAGTTTICARRTATTICTGAAGGCTTG

AGCAATTATTCTATCATAGACARACTTGTGARAATAGTTGATGACCTTGTGGAGTGCATG
S NYSIIDEKLYVEKTIVDDLYVETCH
AGCAATTATTCTATCATAGACARACTTGTGARAATAGTTGATGACCTTGTGGAGTGCATG

AGCAATTATTCTATCATAGACARACTTGTGARAATAGTTGATGACCTTGTGGAGTGCATG

GAAGAACACTCATTTGAGAATGTARARAAATCATCTAAGAGCCCAGAACCCAGGCAGTTT
EEHSTFENVYVEKKSSEKSEPETPRDO QF
GAAGAACACTCATTTGAGAATGTARARAAATCATCTAAGAGCCCAGAACCCAGGCAGTTT

GAAGAACACTCATTTGAGAATGTARARAAATCATCTAAGAGCCCAGAACCCAGGCAGTTT

ACTCCTGAGARATTCTTTGGAATTTTTAATARATCCATTGATGCCTICARGGACTTIGEAG
TPEKFFGIFNEKSTIDATFEKDTLE
ACTCCTGAGARATTCTTTGGAATTTTTAATARATCCATTGATGCCTICAAGGACTTGEAG

ACTCCTGAGARATTCTTTGGAATTTTTAATARATCCATTGATGCCTICAAGGACTTIGEAG

ATAGTGGCTTCTACAATGAGTGAATGTGTGATTTCCTCAACATCARGTCCTGAARAAGAT
I VASTMSECYVISSTSSEP®EEKD
ATAGTGGCTTCTACAATGAGTGAATGTGTGATTTCCTCAACATCARGTCCTGAARAAGAT

ATAGTGGCTTCTACAATGAGTGAATGTGTGATTTCCTCAACATCAAGTCCTGAARAAGAT

TCCAGAGTCAGTGTCACAAAACCATTTATGTTACCCCCTGTTGCAGCCAGCTCCCTTAGE
S RV SVTKPFMLGPPVAASSTLR
TCCAGAGTCAGTGTCACAAAACCATTTATGTTACCCCCTGTTGCAGCCAGCTCCCTTAGE
TCCAGAGTCAGTGTCACAAAACCATTTATGTTACCCCCTGTTGCAGCCAGCTCCCTTAGE
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Figure S1B
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[ECGCTGCCTTTCCTTRTGARGARGACACARACT TGGAT TATCACTTGCATTTATCTTCAR
ATGARGAAGACACARACTTGGATTATCACTTGCATTTATCTTCAR
M K KTQTWIITCTIZYLQ

|6CaCTGCCTTTCCT TATGARGARGACACARACT TGGAT TATCACTTGCATTTATCTTCAR

M KKTQT®WIITCTIZYLQ

~ATTATCACTTGCATTTACCTTCAA

CTGCTCCTATTTAATCCICTCGTCCACACTCAAGGGATCTGCCGGAACCGTGTGACTGAT
CTGCTCCTATTTAATCCTCTCGTCCACACTCAAGGGATCTGCCGGAACCGTGTGACTGAT
LLLFNPLUYVEHTQGTICRENRYTD
CTGCTCCTATTTARTCCTCTCGTCCACACTCAAGGGATCTGCCGGAACCGTGTGACTGAT

LLLFNPLUVYVEHTQGTICRENRLYTD
CTGCTCCTATTTAATCCICTCGTCCACACTCAAGGGATCTGCCGGAACCGTGTGACTGAT

GATGTGARAGACGTTACAARATTGGTGGCAARTCTTCCARRAGACTATATGATAACCCTC
GATGTGARAGACGTTACARRATTGGTGGCAARTCTTCCARRAGACTATATGATAACCCTC
DV KDV TKLYVANTLEPEKDTYMITHL
GATGTGARAGACGTTACAARATTGGTGGCAARTCTTCCARRAGACTATATGATAACCCTC
DV KDV TKLYVANTLEPEKDTYMITHL

GATGTGARAGACGTTACARRATTGGTGGCAARTCTTCCARRAGACTATATGATAACCCTC

ARATATGICCCCGGGATGGACGTTTTGCCTAGTCATIGTTGGATARGTGAGATGGTGEAR
ARATATGICCCCGGGATGGACGTTTIGCCTAGTCATIGTIGEATARGTGAGATGGTGEAR
KYVPGMDUYLEPSHCWISEMVE
ARATATGICCCCGGGATGGACGTTTTGCCTAGTCATIGTTGEATARGTGAGATGGTGEAR
KYVPGMDUYLEPSHCWISEMVE

ARATATGICCCCGGGATGGACGTTTTGCCTAGTCATIGTTGEATARGTGAGATGGTGEAR

CAACTGTCAGTCAGCTTGACTGATCTTCTGGACAAGTTTICARRTATTICTGAAGGCTTG
CAACTGTCAGTCAGCTTGACTGATCTTCTGGACAAGTTTICARATATTICTGAAGGCTTG
QL SVSLTDLLDEKTESNTISEGHL
CAACTGICAGTCAGCTTGACTGATCTICTGGACAAGTTTICAARTATTICTGAAGGCTTG

QL SVSLTDLLDEKTESNTISEGHL
CAACTGICAGTCAGCTTGACTGATCTTCTGGACAAGTTTICARRTATTICTGAAGGCTTG

AGCAATTATTCTATCATAGACARACTTGTGARAATAGTTGATGACCTTGTGGAGTGCATG
AGCAATTATTCTATCATAGACARACTTGTGARAATAGTTGATGACCTTGTGGAGTGCATG
S NYsSIIDEKLYVEKTIVDDLYVESCH
AGCAATTATTCTATCATAGACARACTTGTGARAATAGTTGATGACCTTGTGGAGTGCATG
S NYsSIIDEKLYVEKTIVDDLYVESCH

AGCAATTATICTATCATAGACARACTTGTGARAATAGTTGATGACCTTGTGGAGTGCATG
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GAAGAACACTCATTTGAGAATGTARARAAATCATCTAAGAGCCCAGAACCCAGGCAGTTT
GAAGAACACTCATTTGAGAATGTARARARATCATCTAAGAGCCCAGAACCCAGGCAGTTT
EEHSTFENVEKKSSEKSPETPRDO QEF
GAAGAACACTCATTTGAGAATGTARAAAAATCATCTAAGAGCCCAGAACCCAGGCAGTTT

EEHSTFENVEKKSSEKSPETPRDO QEF
GAAGAACACTCATTTGAGAATGTARARAAATCATCTAAGAGCCCAGAACCCAGGCAGTTT

ACTCCTGAGARATTCTTTGGAATTTTTAATARATCCATTGATGCCTICARGGACTTIGEAG
ACTCCTGAGARATTCTTTGGAATTTTTAATARATCCATTGATGCCTICAAGGACTTIGEAG
TPEKFFGIFNEKSTIDATFEKDTLE
ACTCCTGAGARATTCTTTGGAATTTTTAATARATCCATTGATGCCTICAAGGACTTGEAG
TPEKFFGIFNEKSTIDATFEKDTLE

ACTCCTGAGARATTCTTTGGAATTTTTAATARATCCATTGATGCCTTCAAGGACTTGEAG

ATAGTGGCTICTACAATGAGTGAATGTGTGATTTCCTCAACATCARGTCCTGARRRAGAT
ATAGTGGCTTCTACAATGAGTGAATGTGTGATTTCCTCAACATCARGTCCTGAARAAGGT
I VASTMSECYISSTSS®PEEKG
ATAGTGGCTTCTACAATGAGTGAATGTGTGATTTCCTCAACATCARGTCCTGAARRAGAT
I VASTMSECYVISSTSS®P®EEKD

ATAGTGGCTTCTACAATGAGTGAATGTGTGATTTCCTCAACATCARGTCCTGARRARAGAT

TCCAGAGTCAGTGICACARRACCATTTATGTTACCCCCTGTTGCAGCCAGCTCCCTTAGE

[AAGACATACAAGCATTCCTAR "
P novel C-terminus () form

TCCAGAGTCAGTGTCACAAAACCATTTATGTTACCCCCTGTTGCAGCCAGCTCCCTTAGE
SRV SVTKPFMLPPVAASSTLR
TCCAGAGTCAGTGTCACARRACCATTTATGTTACCCCCTGTTGCAGCCAGCTCCCTTAGE
< - scffrev]

AATGACAGCAGTAGCAGTAATA
AATGACAGCAGTAGCAGTAATAGGAAGGCCTCAARTTCCATTGRAGRTTCCAGCCTACRR

NDSS5SSNRKASNSTIETDSSTLOQ
AATGACAGCAGTAGCAGTAATAGGAAGGCCTCARATTCCATIGAAGATTCCAGCCTACAR.

TGGECAGCCGTAGCATTGCCAGCATICTITICICTTGTGATCGEGTITGCTITIGEGECE
W AAVALPAFTFSLVYVIGEFA ATFGHA

TGGECAGCCGTAGCATTGCCAGCATICTTTICICTTGTGATCGEGTTTGCTTTIGEGECE

TTATACTGGAAGAAGAAACAACCARATCTTACAAGAACAGTTGAARACAGACAGATTAAT

L YWEKKKQEPNLTRTVERNRG TIHN
TTATACTGGAAGAAGAAACAACCARATCTTACCAGAACAGTTGAARACAGACAGATTAAT

GAAGAGGATARTGAAATAAGTATGTTGCARGAGARAGAGAGAGAGTTTCARGAAGTGTAR

EEDNETISMLOQEEKERETFQEV
GAAGAGGATARTGARATAAGTATGTTGCAAGAGAAA-
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