Table S1. C. albicans orf19.822 transcriptional regulation.
	Study
	Condition
	Orf19.822 regulation
	Reference

	Heat shock
	23-37°C
	10.9
	[1]

	
	30-42°C
	19.0
	[2]

	
	30-45°C
	25.0
	[3]

	Weak acid stress
	300 mM acetic acid (5 h)
	88.7
	[4]

	Oxidative stress
	0.4 mM H2O2
	3.2
	[5]

	Macrophage
	1 h
	21.9
	[6]

	
	2 h
	10.1
	[6]

	
	3 h
	29.6
	[6]

	
	4 h
	6.8
	[6]

	
	6 h
	0.1
	[6]

	Human blood
	Whole blood (30 min)
	4.8
	[7]

	
	PMN (30 min)
	6.2
	[7]

	
	MNC (30 min)
	1.4
	[7]

	
	Plasma (30 min)
	0.3
	[7]

	Mouse liver
	0 h
	1.0
	[8]

	
	30 min
	2.1
	[8]

	
	3 h
	5.3
	[8]

	
	5 h
	20.0
	[8]
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