Supplementary Table 2. Summary of microbial functions enriched in diseased or control samples.
CLINICAL - indicates whether enrichment occurs in disease or control samples; METHOD — method
used to compute significance of enrichment; SIGNIFICANCE — Method-specific assessment of the
significance of enrichment: for GSEA [2] we report both the p-value and the g-value obtained by
correcting for the False Discovery Rate (FDR); for Metapath [3] we report both the raw p-value for
enrichment (p-abund) and a p-value corrected for the structure of the metabolic network (p-struc).

PROCESS CLINICAL METHOD SIGNIFICANCE
LIPID METABOLISM
P-val=0.000;
FATTY ACID DEGRADATION REGULONS Disease GSEA FDR Q-val=0.001
LIPID A-ARA4N PATHWAY (POLYMYXIN P-val=0.000;
RESISTANCE ) Disease GSEA FDR Q-val=0.006
P-abund=0.001;
FATTY ACID METABOLISM Disease Metapath  P-struc=0.001
P-abund=0.001;
FATTY ACID BIOSYNTHESIS Control Metapath  P-struc=0.001
P-abund=0.001;
GLYCEROPHOPHOLIPID METABOLISM Disease Metapath  P-struc=0.02

AMINO ACID DEGRADATION

BRANCHED CHAIN AMINO ACID P-val=0.000;
DEGRADATION REGULONS Disease GSEA FDR Q-val=0.000
P-val=0.000;
TRYPTOPHAN CATABOLISM Disease GSEA FDR Q-val=0.001
P-val=0.000;
AROMATIC AMINO ACID DEGRADATION Disease GSEA FDR Q-val=0.001
CENTRAL META-CLEAVAGE PATHWAY OF P-val=0.004;
AROMATIC COMPOUND DEGRADATION Disease GSEA FDR Q-val=0.009
HOMOGENTISATE PATHWAY OF AROMATIC P-val=0.000;
COMPOUND DEGRADATION Disease GSEA FDR Q-val=0.001
P-abund=0.02;

BUTANOATE AND TYROSINE METABOLISM Disease Metapath  P-struc=0.03
P-abund=0.001;

HOMOSERINE METABOLISM Control Metapath ~ P-struc=0.001
P-abund=0.05;
ASPARTATE AND PURINE METABOLISM Control Metapath ~ P-struc=0.001
NITROGEN METAOBLISM
P-val=0.000;
DENITRIFICATION Control GSEA FDR Q-val=0.000
P-val=0.000;
NITRATE AND NITRITE AMMONIFICATION Control GSEA FDR Q-val=0.000

OTHER METABOLIC FUNCTIONS
BENZOATE DEGRIDATION VIA Disease Metapath ~ P-abund=0.01;
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