Table S3. Tests of significance of CNV load on regression on fluid-type (gf)  intelligence for rare CNVs present at ≤ 5% frequency in each cohort, with no length restriction.
	
	All 
	Dels
	Dups

	
	Effect
	p-val
	Effect
	p-val
	Effect
	p-val

	CNV count
	-0.015
	0.41
	-0.014
	0.42
	-0.012
	0.51

	CNV length
	-0.005
	0.79
	-0.002
	0.92
	-0.004
	0.80

	Genes Disrupted
	+0.017
	0.33
	-0.013
	0.46
	+0.017
	0.34


Effect sizes are reported as standardized β values for each regression model, fitting total CNV count, length and number of genes disrupted against fluid-type intelligence (gf) for rare CNVs present at ≤ 5% frequency in each cohort. Regression models fitted for all CNVS (all), deletions only (Dels) and duplications only (Dups).
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