Table S2. Quantitative RT-PCR primer sequences

Mouse Primers

SMA forward TCCTGACGCTGAAGTATCCGATA
SMA reverse GGTGCCAGATCTTTTCCATGTC
SM22a forward CACAAACGACCAAGCCTTCTC

SM22a reverse

TCGGCTCATGCCGTAGGA

Cnn1 forward

AGCAGGAGCTGAGAGAGTGGAT

Cnn1 reverse

CCGTCTTTGAGGCCATACATG

Pecam1 forward

TGCGGTGGTTGTCATTGG

Pecam1 reverse

TGTTTGGCCTTGGCTTTCC

Heyl forward

CGCAGAGGGATCATAGAGAAACG

Heyl reverse

GCCAGGGCTCGGGCATCAAAGAA

Hey?2 forward CACATCAGAGTCAACCCCATGT
Hey2 reverse GCCATGAGCAGAAGGCACTT
Hes1 forward CCCCAGCCAGTGTCAACAC
Hes1 reverse TGTGCTCAGAGGCCGTCTT
18S forward GTTGGTTTTCGGAACTGAGGC
18S reverse GTCGGCATCGTTTATGGTCG
GAPDH forward GACGGCCGCATCTTCTTGT

GAPDH reverse

CACACCGACCTTCACCATTTT

Human Primers

Notch2 forward

ACAGTTGTGTCTGCTCACCAGGAT (extracellular domain)

Notch2 reverse

GCGGAAACCATTCACACCGTTGAT (extracellular domain)

Notch3 forward

CCTAGACCTGGTGGACAAG (extracellular domain)

Notch3 reverse

ACACAGTCGTAGCGGTTG (extracellular domain)

SMA forward CAAGTGATCACCATCGGAAATG
SMA reverse GACTCCATCCCGATGAAGGA
Calponin forward TGAAGCCCCACGACATTTTT
Calponin reverse GGGTGGACTGCACCTGTGTA

SM-MHC forward

AGAAGCCAGGGAGAAGGAAACCAA

SM-MHC reverse

TGGAGCTGACCAGGTCTTCCATTT

Heyl forward

CATACAATGTCCTTGTGCAGTACACA

Heyl reverse

GCCAGGGCTCGGGCATCAAAGAA

Hey?2 forward TCGCCTCTCCACAACTTCAGA
Hey2 reverse CATTCGGAGGGCTGAATCC
Hes1 forward CGCGTGCAGTCCCAGATATA
Hes1 reverse GCACCAGCTCCGGATCCT
18S forward GTTGGTTTTCGGAACTGAGGC
18S reverse GTCGGCATCGTTTATGGTCG
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