
Table S3. tRNA gene content of P. dactylifera mt genome. 

Type Strand Intron Begin Intron End Length(bp) 

trnC-GCA + - - 73 
trnC-GCAa + - - 71 
trnD-GUC + - - 74 
trnE-UUC - - - 72 
trnF-GAA - - - 73 
trnF-GAAa - - - 74 
trnG-GCCa + - - 71 
trnH-GUGa - - - 74 
trnI-CAU - - - 74 
trnI-CAU - - - 74 
trnK-UUU + - - 73 
trnK-UUU - 211181 211177 72 
trnfM-CAU + - - 74 
trnfM-CAU - - - 74 

trnM-CAUa - - - 73 

trnN-AUU + 643129 643231 187 
trnN-GUUa - - - 72 
trnP-GGGa - - - 76 
trnP-UGG + - - 66 
trnP-UGG - - - 75 
trnQ-UUG - - - 72 
trnS-GCU - - - 88 
trnS-GGAa + - - 87 
trnS-UGA + - - 87 
trnS-UGAa - - - 93 

trnSup-CUA - 643292 643122 247 
trnT-UGUa - - - 73 
trnW-CCAa - - - 74 
trnW-CCAa - - - 74 
trnY-GUA - - - 83 

aChloroplast-derived tRNA genes. 


