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New Search
PROJECT | arraymap \ ol
TEXT SEARCH ( ) [?]
ICD-0-3 CODE(S) ( ) [7]
ICD TOPOGRAPHY CODE ( ) [?]
PMID ( ) g
TECHNIQUE(S) | ¢CGH,aCGH \ 7]
SAMPLE IDS ( ) [?]
ARRAY SERIES IDS ( ) [7]
PLATFORM ID OR DESGRIPTION ( ) il
QG OPTIONS ™ remove controls and worst quality arrays [ list only QC accepted arrays
MATCH (MULTIPLE) REGIONS & |chr7:55054218-55242524:1  chr10:89613175-89718511:-1 il
TYPES chrl:195319885-195382287:1 chr9:21957751-21984490:-1
i

REGION SIZE 0 - 250000 7
SEARCH MODE | Boolean AND between fields I-G-]

( Query Database )

Restrict Selection and Process Samples

PMID 10471496 (1) m 7
PMID 16251983,16614723,16%08931 (3)

PMID 16936777 (2)

PMID 17276656,20551132 (2)

PMID 17925008,19336569 (3)

PMID 17934521 (2)

PMID 17968032 (10)

Agnelli et al. (2009): A SNP microarray and FISH-based procedure _..; PMID 19396863 (1)
Ambatipudi et al. (2011): Genomic profiling of advanced-stage ...; PMID 21386901 (2) "

PMID SELECTION (88 OPTIONS)

Astolfi et al. (2010): A molecular portrait of gastrointestinal ...; PMID 20548289 (1) X
SERIES SELECTIOM (116 OPTIONS) GSE10099: Multi-dimensional genomic analysis in breast cancer ... (7) m [?
GSEL0611: Gastric Cancer Cell Lines (1)

GSE10878: Integrative Genome-wide Analysis of _.. {2)

GSEL0522: Prevalence of Copy-number neutral LOH in glioblastomas ... (1)
GSE11960: Affymetrix 500K Mapping Array data from ovary ... (4)
G5E12439: Genomic profiling of chendrosarcoma: chromosomal ... (3}
G5E12494: SNP data from Neuroblastoma samples (2)

GS5E12520: Genomic markers that predict survivorship in colorectal ... (1)

G5E12759: Chromosome 11q and its association with CCNDL gene ... (1} o
GSE12896: Prognestic significance of copy-number alterations in ... (2) b

ICD SELECTION {49 OPTIONS) 8010/3: Carcinoma, NOS (6) 0 4
8041/3: small cell carcinoma, NOS (1}

8046/3: Non-small cell carcinoma (24)

8070/3: Squamous cell carcinoma, NOS (31)

8083/3: Basaloid squamous cell carcinoma (1)

8120/3: Transitional cell carcinoma, NOS (1)

8140/3: Adenocarcinoma, NOS (33)

8144/3: Adenocarcinoma, intestinal type (1)

8170/3: Hepatocellular carcinoma, NOS (6) N
8252/3: Bronchiclo-alveclar carcinoma, non-mucinous {1} L

C10: Oropharynx (2} m [

LOCUS SELECTION (28 OPTIONS)
C11: nasophanym« {1)

C16: stomach (4)

C187: sigmeid incl. rectosigmoid junction (1)

C189: large intestine, excl. rectum and rectosigmeid junction (5}

C20: rectum (2)

C22: liver (6)

C25: pancreas (10) \
C32: larynx (3) H
C34: lung and bronchus (61} b

OPTIONS) CNS: CNS PNET (2)

CNS: astrocytic (70)

CNs: medulloblastomas (2)
CNS: neuroblastic ()

CNS: oligodendroglial (1)
Carcinomas: HCC (6)
Carcinomas: HNSCC (5)

CLNICAL GROUP SELECTION (28 |B-NHL: myeloma (3) m [?

Carcinomas: NSCLC (36) r
Carcinomas: SCLC (1) 1

TECHNIQUES (2 OPTIONS) aCGH (403) Il
cCGH (0)

CELL LINES ((keep cell lines D) )
(_ Analyze (All if No Selection) J (_ Reset Selections _)
List Sample Details Page
(_ List Sample Details _)
Download Files
PROGENETIX JSON FILE Progenetix JSON (1
PROGENETIX TAB FILE Progenetix TAB o
SEGMENTS LIST FILE segments o
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bladd |
ca.:h

ca.:hcc (4)
ca.: melanocytic neoplasias (51)
cns: astrocytic (56)
cns: neuroblastic (6)
ca.: colorectal ca. (5)
ca.:ovarian ca.(11)
ca.:nsclc (21)
ca.: breast ca. (86)
na 37)
t-nhl: nos (1)
cns: medulloblastomas 2
cns: oligodendroglial (1)
mesothelial neoplasms (1)
b-nhl: myeloma (2)
cns: cns pnet (2)

AN 1P T TSI |IIMI.I|I|I Il

ca.: prostate adenoca. (2)
ca.: er ca.(2)

ca.: pancreas adenoca. (4)
nscc (2)

ca.: gastric ca.(2)
ca.:renal ca. (5)

Download Files

PROGENETIX JSON FILE Progenetix JSON o)
PROGENETIX TAB FILE Progenetix TAB 0
SEGMENTS LIST FILE segments 0
Restrict Samples Selection
DATASET LABEL ( 1l
RANDOM CASES I
MIN. ICD GRADE [
MAX SEGMENTS 0
AGE RANGE i
CLINICAL PLOTS [(all cases [%] [ ne survival plots %] [oos ”
MATCH (MULTIPLE) REGIONS & |8a24:1 1l
TYPES
A

REGION SIZE 0 - 250000 17
Plot Options & Parameters
IDEOGRAM COLOR SCHEME [ yellow vs. blue B Pl
INTERWAL RESOLUTION | 5Mb {approx. 600, omits p for acrocentric) pé-] Gl
CHROMOSOMES TO PLOT (1,2,3,45,6,7,89,10,11,12,13,14,15,16,17,18,19,20,21,22 17
HISTOGRAM PLOT OPTIONS mIE%Tc:;ETOﬂ'oo, 1l

PLOTAREAHEIGHT: 180,

IDEQGRAM: 1, P
CASE CNA MATRIX M plot case matrix M cluster case matrix
GROUP ANALYSIS [ no separate groupings 4 17
GROUP SEPARATOR VALUES " 18,60 1l
CONNEGTION PLOT (SIZE, OPACITY) [_ne connections plot 4 1 8] 0.3 B o

( Analyze and display data )
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TCGA-02-0106-01A-01D-0275-01
GSM156017

GSM180509

GSM85301

GSM488220
TCGA-CZ-4854-01A-01D-1302-01
TCGA-06-0133-01A-02D-0214-01
GSM370565

GSM487912

GSM487834
TCGA-14-1823-01A-01D-0591-01
TCGA-06-0216-01B-01D-0333-01
TCGA-32-5222-01A-01D-1479-01
TCGA-14-1452-01A-01D-0517-01
TCGA-02-0269-01B-01D-0275-01
TCGA-12-0826-01A-01D-0384-01
TCGA-06-2557-01A-01D-0784-01
GSM179756

GSM179714
TCGA-14-0783-01B-01D-0517-01
TCGA-26-1440-01A-01D-0517-01
GSM231853

GSM276862

GSM275634

GSM275617
TCGA-06-1084-01A-01D-0517-01
TCGA-14-0817-01A-01D-0384-01
TCGA-02-0266-01A-01D-0275-01
GSM370561

GSM177045

GSM346711

GSM552525

GSM551348

GSM183851

GSM183850
TCGA-CJ-4635-01A-02D-1302-01
GSM312361

GSM228946
TCGA-BP-4174-01A-02D-1283-01
GSM366092

GSM312374

GSM513948

GSM303267

GSM302710

GSM278060

GSM278059

GSM244416

GSM244415

GSM510699

GSM218058

GSM156038

| GSM436993

GSM156045
TCGA-21-1081-01A-01D-0685-01
GSM514165
TCGA-06-0237-01A-02D-0236-01
GSM511497
TCGA-24-1431-01A-01D-0472-01
TCGA-13-0921-01A-01D-0399-01
GSM344426

GSM344376
TCGA-06-0162-01A-01D-0275-01
GSM370571

GSM231857
TCGA-32-4210-01A-01D-1224-01
GSM489380

GSM489367

GSM177018
TCGA-06-0188-01A-01D-0236-01
TCGA-76-4934-01A-01D-1479-01
GSM156004

GSM344354

GSM511301

GSM510835
TCGA-A2-AOCT-01A-31D-A059-0
GSM529061

GSM520412
TCGA-AG-3600-01A-01D-0824-0"
GSM378145

GSM344371

GSM525782

GSM73728

GSM69197

GSM344434

GSM344384

GSM324923

GSM156047

GSM156027

GSM511307

GSM344392

GSM344342
TCGA-06-0409-01A-02D-0275-01
GSM378105
TCGA-A1-A0SJ-01A-11D-A087-0"
GSM378131
TCGA-A8-A097-01A-11D-AD36-0"
TCGA-A8-A0A2-01A-11D-A036-0
TCGA-A8-A09B-01A-11D-A011-0
TCGA-E2-A14Z-01A-11D-A111-0"
GSM511384

GSM551460

GSM511364

GSM510734
TCGA-BH-AOAW-01A-11D-A059-(
TCGA-A2-A0YG-01A-21D-A107-0
GSM183836

GSM397965

GSM134847

GSM228964

GSM511509

GSM511485

GSM511500

GSM50556

GSM511486

GSM475035
TCGA-02-0451-01A-01D-0275-01
GSM50527

GSM491158

GBM-l0-C082

GSM491140

| TCGA-19-1791-01A-01D-0591-01

TCGA-14-0813-01A-01D-0384-01

| TCGA-32-1970-01A-01D-0784-01

GSM370563

GSM184049

GSM184045
TCGA-06-1804-01A-01D-1694-01
TCGA-02-0446-01A-01D-0275-01
GSM481841

GSM183833

GSM255326

GSM215718
TCGA-49-4494-01A-01D-1204-01
HCC6p-cho-4

GSM510677

GSM370567
TCGA-AR-AOTR-01A-11D-A087-0
GSM449594

GSM513959
TCGA-AG-A015-01A-01D-A003-0
TCGA-33-4586-01A-01D-1439-01
TCGA-21-1075-01A-01D-0685-01
GSM514433
TCGA-39-5016-01A-01D-1439-01
TCGA-22-4599-01A-01D-1439-01
TCGA-BA-5555-01A-01D-1510-01
TCGA-21-1072-01A-01D-0685-01
TCGA-18-5592-01A-01D-1631-01
GSM510708

GSM511606

GSM449601

GSM514114

GSM147957

GSM147888
TCGA-37-5819-01A-01D-1631-01
GSM555180

GSM370557

GSM497828

GSM344397

GSM344347

GSM155207

GSM510682

GSM218707

GSM156044
TCGA-A8-A076-01A-21D-A011-0"
TCGA-AR-AOTW-01A-11D-A087-(
TCGA-AR-AQU2-01A-11D-A107-0
GSM513991

GSM511603
TCGA-BT-A20V-01A-11D-A14V-0
TCGA-09-0369-01A-01D-0356-01
TCGA-21-1082-01A-01D-0685-01
GSM456004
TCGA-C8-A12L-01A-11D-A111-0"
GSM217478
TCGA-CV-5431-01A-01D-1510-01
GSMS565873
TCGA-66-2727-01A-01D-0978-01
GSM207050

GSM278072

GSM278071

GSM115307

GSM402775

GSM226722

GSM156031

GSM278040

GSM267430
TCGA-CG-5718-01A-11D-1599-0"
GSM551476

GSM463119

GSM50554

GSM437013
TCGA-32-2615-01A-01D-0911-01
GSM511498

GSM6E77382
TCGA-E2-A15A-06A-11D-A12A-0
TCGA-E2-A15A-01A-11D-A12A-0
GSM170625

GSM152558

GSM152559

GSM170627

GSM152557

GSM170633

GSM152556

GSM6E9195

GSM344357

GSM115115

GSM344407

GSM378146

GSM155215

GSM344390

GSM458286

GSM436997
TCGA-AN-AOFV-01A-11D-A011-0
GSM492545
TCGA-DY-A1DF-01A-11D-A151-0
GSM437022

GSM433916

GSM437024

GSME84846

GSM511506

GSM437000

GSM437008

GSM218993

GSM255574

GSM255416

GSM148268

GSM417131

GSM417089
TCGA-A2-ADYE-01A-11D-A107-0
TCGA-66-2785-01A-01D-0844-01
GSM302778

GSM302726
TCGA-B6-A010-01A-11D-A036-01
GSM514424

GSM513983
TCGA-73-4668-01A-01D-1204-01
TCGA-04-1364-01A-01D-0452-01
GSM207042
TCGA-29-1775-01A-01D-0577-01
TCGA-23-1022-01A-02D-0428-01
GSM511370
TCGA-A7-AODA-01A-31D-A111-0
GSM437025

GSM156037

GSM188258

GSM188228

GSM188260

GSM188230

GSM513955

GSM434297

GSM537763

GSM156011

GSM126883

GSM126890

GSM511483

GSM436990

GSM437026

I 16203795 485T4

GSM323698

| GSMm323257

TCGA-33-4538-01A-01D-1195-01
GSM218983
TCGA-28-5218-01A-01D-1479-01
GSME77387

GSM188259

GSM188229
TCGA-60-2708-01A-01D-0844-01
GSME08385

GSM218657

GSM552421

GSM567615

GSM213882

GSM437021
20159821_MPNST-bre-029
GSM255568

GSM255410

GSM134850
TCGA-AR-ATAH-01A-11D-A12A-(
Nbl-mic-AD-108

GSM417115
TCGA-14-0871-01A-01D-0384-01
TCGA-12-3653-01A-01D-0911-01
Nbl-mic-AH-38

Nbl-mic-AH-13

GSM437031

GSM135056

GSM511599

GSM437006

GSM364592

GSM364589



