Table S5: Subtype gene sequence mutation counts.

	
	Discovery cohorts 

(Bhattacharjee et al., Chitale et al., Ding et al., Tomida et al.)
	Validation cohort 

(UNC)
	

	
	
	
	

	
	# patients mutated / # patients not mutated
	# patients mutated / # patients not mutated

	
	
	
	

	Gene
	Bronchioid
	Magnoid
	Squamoid
	Bronchioid
	Magnoid
	Squamoid

	
	
	
	
	

	EGFR
	69/116
	16/158
	22/97
	9/29
	2/26
	1/16

	KRAS
	30/155
	52/122
	21/98
	2/42
	14/24
	4/23

	STK11
	13/88
	17/62
	4/49
	1/36
	8/20
	0/17

	TP53
	31/111
	49/73
	28/57
	4/38
	22/16
	4/23

	BRAF
	5/96
	0/79
	1/52
	-
	-
	-

	LRP1B
	0/16
	3/15
	2/5
	-
	-
	-

	PTEN
	3/98
	2/77
	4/49
	-
	-
	-


