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Figure S3. Example of PLEX-ID detailed report. 
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Slot/Sample Sample Name Test Levels Q-Score Row Type Match
PrimerNumber 2381
PrimerName BA_PX01 (BCT2381)



Observed [41	
  15	
  22	
  34]
GenomeCounts 38



Matched B.	
  anthracis	
  
(Multiple	
  strains)



PrimerNumber 2379
PrimerName BA_PX02 (BCT2379)



Observed [44	
  27	
  14	
  41]
GenomeCounts 388



Matched B.	
  anthracis	
  
(Multiple	
  strains)



PrimerNumber 352 355
PrimerName Bacillus_INFB (BCT352) Bacillus_SSPE (BCT355)



Observed [34	
  25	
  21	
  25] [42	
  23	
  23	
  21]
GenomeCounts 382 36



Matched B.	
  anthracis	
  
(Multiple	
  strains)



1
BACILLUS.ANTH
RACIS.SOUTH.AF
RICA.BACI207



Ba-­‐pX01



Ba-­‐pX02



Bacillus



37.6827



387.5553



238.7983



1.00



1.00



1.00



Basecount Information










Slot/Sample Sample Name Test Levels Q-Score Row Type Match

PrimerNumber

2381

PrimerName

BA_PX01 (BCT2381)

Observed [41	15	22	34]

GenomeCounts 38

Matched

B.	anthracis	

(Multiple	strains)

PrimerNumber

2379

PrimerName

BA_PX02 (BCT2379)

Observed [44	27	14	41]

GenomeCounts 388

Matched

B.	anthracis	

(Multiple	strains)

PrimerNumber

352 355

PrimerName

Bacillus_INFB (BCT352) Bacillus_SSPE (BCT355)

Observed [34	25	21	25] [42	23	23	21]

GenomeCounts 382 36

Matched

B.	anthracis	

(Multiple	strains)

1

BACILLUS.ANTH

RACIS.SOUTH.AF

RICA.BACI207

Ba-pX01

Ba-pX02

Bacillus

37.6827

387.5553

238.7983

1.00

1.00

1.00

Basecount Information
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