Table S1: Single-component anomalous diffusion model fit to eGFP, eGFP-Cdc45 in different cell cycle stages and UVC treatment.

	
	D ± SD (μm2s-1)
	Anomality (α)  ± SD

	eGFP
	71.6 ± 16.1
	0.79 ± 0.12

	eGFP-Cdc45
	36.2 ± 10.2
	0.72 ± 0.1

	eGFP-Cdc45

G1/S
	38.6 ± 9.4
	0.7 ± 0.1

	eGFP-Cdc45

S phase
	31 ± 13.0
	0.7 ± 0.1

	eGFP-Cdc45

UVC
	30.3 ± 13.0
	0.69 ± 0.08


SD: standard deviations from at least 15 cells.

