Table S3: Validation of copy number changes in the CFH gene using locus specific QMPSF

	Sample ID
	Exon
	MLPAa 
	QMPSFb 

	A-3049
	CFH Exon 18
	0.64
	1.09

	B-10041
	CFH Exon 18
	0.68
	0.98

	C-3635
	CFH Exon 18
	0.65
	1.00

	D-10010
	CFH Exon 18
	0.67
	0.86

	E-1900
	CFH Exon 18
	0.63
	0.84

	F-308
	CFH Exon 18
	0.63
	1.04

	G-10484
	CFH Exon 18
	0.67
	0.90

	H-10835
	CFH Exon 18
	0.64
	0.97

	I-1549
	CFH Exon 18
	0.65
	0.94


Table: aCopy number calculations for MLPA were performed as described in the methods. bCopy number calculations for QMPSF were performed by dividing the peak height of the locus specific peak by the sum of the control probe, then dividing the normalized value by the median of all control samples. 
