	Cell population
	GEO series
	Samples
	Description
	Reference

	B-cells
	GSE6691
	GSM154423-30
	FACS sorted CD19+ B-lymphocyted from peripheral blood
	
 ADDIN EN.CITE 
[1]


	dendritic cells
	GSE11943
	GSM301723-26
	FACS sorted CD1c+ cells from peripheral blood
	n/a

	erythroid cells
	GSE24598
	GSM250022-24
	MACS sorted CD235a+ cells from bone marrow
	
 ADDIN EN.CITE 
[2]


	ESCs
	GSE22499
	GSM574066-71
	embryonic stem cell lines BG03, H9 and WIBR1
	3[]


	HMVECs
	GSE18113
	GSM452738-40
	human lung microvascular endothelial cells
	
 ADDIN EN.CITE 
[4]


	HSPCs
	GSE19429
	GSM483480-496
	MACS sorted CD34+ hematopoietic stem cells from bone marrow
	
 ADDIN EN.CITE 
[5]


	HUVECs
	GSE16683
	GSM418126-28
GSM177134
GSM177140-42
	human umbilical vein endothelial cells
	
 ADDIN EN.CITE 
[6]


	iPSCs
	GSE26672
	GSM656442-46
	induced pluripotent stem cells derived from fibroblasts
	
 ADDIN EN.CITE 
[7]


	leukocytes
	GSE24598
	GSM250028-30
	MACS sorted CD45+ cells from bone marrow
	
 ADDIN EN.CITE 
[2]


	macrophages
	GSE24598
	GSM250025-27
	MACS sorted CD11b+ cells from bone marrow
	
 ADDIN EN.CITE 
[2]


	MAQC A
	GSE5350
	GSM122774-78
GSM122794-98
GSM122814-18
GSM122834-38
GSM122854-58
GSM122874-78
	brain tissue samples provided by microarray quality control consortium
	
 ADDIN EN.CITE 
[8,9]


	MAQC B
	GSE5350
	GSM122779-83
GSM122799-803
GSM122819-23
GSM122839-43
GSM122859-63
GSM122879-83
	samples of 10 carcinoma cell lines provided by microarray quality control consortium
	
 ADDIN EN.CITE 
[8,9]


	monocytes
	GSE16836
	GSM422109-16
	MACS sorted monocytes from peripheral blood
	10[]


	MSCs
	GSE12274
	GSM242185
GSM242673
GSM308224-28
	primary mesenchymal stromal cells from bone marrow
	
 ADDIN EN.CITE 
[11]


	neutrophils
	GSE12662
	GSM317737-38
GSM317796
GSM317799-800
	FACS sorted CD9-CD14-CD15hiCD16hi neutrophil cells from BM
	12[]


	NSCs
	GSE15209
	GSM379865-69
	primary neuronal stem cells from fetal brain expanded in vitro
	
 ADDIN EN.CITE 
[13]


	platelets
	GSE11524
	GSM290414-25 
	preparation from platelet rich plasma from PB
	
 ADDIN EN.CITE 
[14]


	promyelocytes
	GSE12662
	GSM317795
GSM317797-98
GSM317935
GSM318044
	FACS sorted CD9-CD14-CD15hiCD16lo promyelocytes from BM
	12[]


	spermatogonial cells
	GSE11350
	GSM282008
GSM282012-13
	MACS sorted CD49f+ spermatogonial cells from testis
	
 ADDIN EN.CITE 
[15]


	T-cells
	GSE5788
	GSM135270-77
	MACS sorted CD3+ T-lymphocytes from peripheral blood
	
 ADDIN EN.CITE 
[16]


	skin
	GSE14905
	GSM372286-306
	Skin biopsies from healthy individuals
	17


[ ADDIN EN.CITE ]


	lung
	GSE16538
	GSM415386-91
	Lung biopsies from healthy individuals
	18


[ ADDIN EN.CITE ]


	liver
	GSE23343
	GSM572800-06
	Liver biopsies from healthy individuals
	19


[ ADDIN EN.CITE ]
 

	brain
	GSE7621
	GSM184354-62
	Brain biopsies post-mortem; PMI = 9 h
	20


[ ADDIN EN.CITE ]
 

	skeletal muscle
	GSE13205
	GSM333449-56
	Muscle biopsies from healthy individuals
	21


[ ADDIN EN.CITE ]
 

	heart
	GSE1145
	GSM18442-52
	Left ventricle biopsies from healthy individuals
	n/a

	CD34-VSEL
	GSE31869
	GSM790415
GSM790417
GSM790419
	FACS sorted CD34-VSEL cells from hUCB
	this study

	CD34+VSEL
	GSE31869
	GSM790416
GSM790418
GSM790420
	FACS sorted CD34+VSEL cells from hUCB
	this study
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