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Table S4. Changes in the expression of genes associated with quorum sensing

PA ID Gene 

Pi 0.1 mM Pi0.1+k-opioid Pi25+k-opioid

Product name

name

vs vs vs

Pi25 mM Pi25 mM Pi25 mM

QS regulatory elements

PA1430 lasR 1 -2.35 1.91

transcriptional regulator LasR

PA1431 rsaL 1 -1.57 1

regulatory protein RsaL

PA1432 lasI 1 -2.07 -1.24

autoinducer synthesis protein LasI

PA1898 qscR -1.44 -2.39 -1.46

quorum-sensing control repressor

PA3476 rhlI -1.34 -1.39 -1.46

autoinducer synthesis protein RhlI

PA3477 rhlR 1 -1.11 1

transcriptional regulator RhlR

PA2586 gacA -1.33 -2.92 1.32

response regulator GacA

PA0652 vfR -1.22 1.7 -1.73

transcriptional regulator Vfr

PA1003 mvfR 1 1 1

Transcriptional regulator MvfR

PA1000 pqsE 1.57 2.78 -1.88

Quinolone signal response protein

4-hydroxy-2-alkylquinolone (HAQs) biosynthesis

PA0996 pqsA 2.09 3.91 -2.15 PQS biosynthesis protein PqsA

PA0997 pqsB 2.49 4.84 -1.72 PQS biosynthesis protein PqsB

PA0998 pqsC 2.39 4.95 -2.11 PQS biosynthesis protein PqsC

PA0999 pqsD 1.73 3.3 -1.71 PQS biosynthesis protein PqsD

PA1001 phnA 1.8 2.71 -2.67 PhnA, Anthranilate synthase

PA1002 phnB 1.59 2.17 1 PhnB, Anthranilate synthase

PA2587 pqsH 1 1.57 1 PQS biosynthesis protein PqsH

Rhamnolipids

PA3478 rhlB 1 2.25 2.31 RhlB, TDP-rhamnosyltransferase 1 

PA3479 rhlA 1 2.77 2.99 RhlA, 3-(3-hydroxyalkanoyl)alkanoic acids 

PA0730 phaG 1 1 -1.65 (R)-3-hydroxydecanoyl-ACP:CoA transacylase 

PA1130 rhlC -1.4 1.66 1.38 RhlC, TDP-rhamnosyltransferase 2

PA3387 rhlG -1.48 -2.25 -1.26  Rhamnolipids biosynthesis 3-oxoacyl-

[acyl-carrier-protein]reductase  

TDP-L-rhamnose biosynthesis

PA5161 rmlB 1 1.68 1 dTDP-glucose 4,6-dehydratase 

PA5162 rmlD 1 2.08 1 dTDP-4-dehydrorhamnose reductase 

PA5163 rmlA 1 2.56 -1.34 Glucose-1-phosphate thymidylyltransferase 

PA5164 rmlC 1 2.46 -1.24 dTDP-4-dehydrorhamnose 3,5-epimerase 

Phenazines

PA4209 phzM 1 7.88 1

probable phenazine-specific methyltransferase

PA4210 phzA1 1 26.91 1

probable phenazine biosynthesis protein

PA4211 phzB1 1 51.04 1

probable phenazine biosynthesis protein

PA4217 phzS 1 18.32 1

flavin-containing monooxygenase

PA1901 phzC2 -1.28 9.05 1

phenazine biosynthesis protein PhzC

PA1902 phzD2 1 18.42 1

phenazine biosynthesis protein PhzD

PA1903 phzE2 1 23.56 1

phenazine biosynthesis protein PhzE

PA1904 phzF2 1 22.23 1

probable phenazine biosynthesis protein

PA1905 phzG2 1 18.09 1

probable pyridoxamine 5'-phosphate oxidase
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Hydrogen cyanide biosynthesis

PA2193 hcnA 1 24.27 1

hydrogen cyanide synthase HcnA

PA2194 hcnB 1 13.03 1

hydrogen cyanide synthase HcnB

PA2195 hcnC 1 14.49 1

hydrogen cyanide synthase HcnC

Lectins

PA2570 lecA -1.31 -1.8 6.3 PA-I galactophilic lectin

PA3361 lecB -2.72 2.15 3.18 LecB, fucose-binding lectin

Proteases

PA1871 lasA 1.89 4 1 LasA protease precursor

PA3724 lasB 1 2.54 -2.18 LasB, elastase (Zn metalloprroteinase)

PA3535

1 2.72 1

probable serine protease

Degradation of aromatic compounds

PA2507 catA 4.78 -2.52 -1.25 Catechol 1,2-dioxygenase 

PA2508 catC 5.7 -2.5 -1.14 Muconolactone isomerase 

PA2509 catB 1.73 -1.68 1 Muconate cycloisomerase 

PA2510 catR 1 -1.68 -1.1 Aromatic hydrocarbon utilization transcriptional 

regulator CatR (LysR family)

PA2511 2.62 -7.45 -1.25 benABC operon transcriptional activator BenR

PA2512 antA 11.2 -9.76 -1.32 Benzoate 1,2-dioxygenase alpha subunit 

PA2513 antB 10.64 -5.16 -2.35 Benzoate 1,2-dioxygenase beta subunit 

PA2514 antC 6.99 -2.64 -1.19 benzoate dioxygenase

PA2515 xylA 1.38 -1.67 1 Cis-1,2-dihydroxycyclohexa-3,5-diene-

1-carboxylate dehydrogenase 

PA2516 xylZ 1 -1.74 1 Toluate 1,2-dioxygenase 

PA2517 xylY 1 -2.01 1 Toluate 1,2-dioxygenase beta subunit

PA2518 xylX 1 -2.12 1 Toluate 1,2-dioxygenase alpha subunit

PA2519 xylS 1 -2.13 1 benABC operon transcriptional activator BenR

PA0226 1 -2.11 1.15 3-oxoadipate CoA-transferase subunit A 

PA0227 1 -1.42 1.14 3-oxoadipate CoA-transferase subunit B

PA0228 pcaF 1 -1.67 1 Acetyl-CoA acetyltransferase 

PA0229 pcaT 1 -2.04 1.2 dicarboxylic acid transporter PcaT

PA0230 pcaB 1 -3.11 1.19 3-carboxy-cis,cis-muconate cycloisomerase 

PA0231 pcaD 1 -1.29 1 Beta-ketoadipate enol-lactone hydrolase 

PA0232 pcaC 1 -1.23 1 4-carboxymuconolactone decarboxylase 

PA4898 apdK 1 1 1.1 benzoate-specific porin

PA4899 1 1 1 benzaldehyde dehydrogenase oxidoreductase 

PA4900 1 -2.06 1 benzoate MFS transporter BenK

PA4901 mdlC 1 -1.7 1 Benzoylformate decarboxylase 

PA4902 1 -1.63 1 Benzoate catabolic operon transcription regulator

PA0865 hpd 3.45 4.95 1.82 4-hydroxyphenylpyruvate dioxygenase 

PA0866 aroP2 2.39 3.66 1 Aromatic amino acid transport protein aroP


