Table S1. Changes in the expression of genes associated with phosphate signaling and acquisition
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Table S2. Changes in the expression of genes associated with phosphate signaling and acquisition

PA ID Gene 

Pi 0.1 mM Pi0.1+k-opioid Pi25+k-opioid

Product name

name

vs vs vs

Pi25 mM Pi25 mM Pi25 mM

Inorganic Pi uptake/regulation

PA5360 phoB 1 1 -1.89 transcriptional regulatory protein phoB

PA5361 phoR 1 1 -1.37 sensor protein phoR 

PA5365 phoU 1.53 2.9682 1.23 regulatory protein PhoU

PA5366 pstB 2.49 4.8057 1 ATP-binding protein pstB 

PA5367 pstA 1.52 2.24 1 system permease protein pstA 

PA5368 pstC 1.44 2.77 -1.35 system permease protein pstC 

PA5369 pstS 1.63 2.31 -1.42 Phosphate-binding protein

PA0450 1 1 1

probable phosphate transporter

PA3279 oprP 1.68 1 1 Phosphate-specific outer membrane porin OprP 

PA3280 oprO 5.72 1 1 Pyrophosphate-specific outer membrane porin OprO 

Organophosphates

PA0688 lapA 1 1.29 1.05 Alkaline phosphatase LapA

PA0689 lapB 1 1 1.23 Alkaline phosphatase LapB 

PA2635 phoX 1.84 -1.3 1 Alkaline phosphatase PhoX 

PA3296 phoA 2.61 1.63125 1 Alkaline phosphatase (EC 3.1.3.1)

PA3909

eddB

1.14 1.51 1

Extracelullar DNA degradation protein, EddB

PA3910 phoD 1.09 1.39 1 Phosphodiesterase/alkaline phosphatase D

PA0347 glpQ 1 1 1 Glycerophosphoryl diester phosphodiesterase

PA2352 1 1 1 Glycerophosphoryl diester phosphodiesterase

PA3584 glpD 1 1.41 3.44 Aerobic glycerol-3-phosphate dehydrogenase 

PA1051 1 1 1 D-glycerate transporter (predicted)

PA1052 1 -1.6 1.14 hypothetical protein, putative glycerate kinase 

Uptake and utilization of phosphonates

PA3372 phnR 1 1 1 conserved hypothetical protein

PA3373 phnN 1 -1.7 1 ATP-binding protein phnN; Guanylate kinase 

PA3374 phnM 1 -1.7 1

conserved hypothetical protein

PA3375 phnL 1 1 1 Phosphonates transport ATP-binding protein phnL

PA3376 phnK 1.28 1 1 Phosphonates transport ATP-binding protein phnK

PA3377 phnJ 1.58 1 1 PhnJ protein

PA3378 phnI 1 1 1 PhnI protein

PA3379 phnH 1.34 1 1 PhnH protein

PA3380 phnG 1.31 1 1 PhnG protein

PA3381 phnF 1.47 1 1 Transcriptional regulator PhnF

PA3382 phnE 2.81 1 1 Phosphonate ABC transporter permease protein phnE 

PA3383 phnD 5.31 -1.5 1

binding protein  of ABC phosphonate transporter

PA3384 phnC 2.53 1.58 -1.84 Phosphonate ABC transporter ATP-binding protein 
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Proteins potentially involved in Pi procurement

PA3319 plcN 1.73 1 1 non-hemolytic phospholipase C 

PA0026 plcB 1.36 1.88 1.36 PlcB phpspholipase

PA0027 1 1.49 1 Parvulin-like peptidyl-prolyl isomerase

PA0842 1 -1.95 1.77 probable glycosyl transferase

PA0843 plcR 1 -1.86 1 PlcR phospholipase accessory protein PlcR precursor

PA0844 plcH 1 1 1 PlcH hemolytic phospholipase C

PA3219 1 1 1 Ser/Thr protein phosphatase family protein

PA4031 ppa 1.68 2.98 -1.4

inorganic pyrophosphatase

PA3982 -1.48 1.97 1 possible involvement in phosphate metabolism

PA1689 1 3.56 1 hypothetical, alkaline phosphatase superfamily

PA0075

pppA

1 2.82 1 probable phosphoprotein phosphatase


