Supplementary Material Table 1: Correlation coefficients between genome wide ancestry estimates and 99 AIMs estimates

	European
	Admixture 

(118,000 SNPs)
	Frappe
(99 AIMs)
	Structure
(99 AIMs)

	Admixture (118,000 SNPs)
	1.00
	
	

	Frappe (99 AIMs)
	0.91
	1.00
	

	Structure (99 AIMs)
	0.91
	0.99
	1.00

	Maximum Likelihood (99 AIMs)
	0.90
	0.98
	0.98

	Indigenous American
	
	
	

	Admixture (118,000 SNPs)
	1.00
	
	

	Frappe (99 AIMs)
	0.94
	1.00
	

	Structure (99 AIMs)
	0.93
	1.00
	1.00

	Maximum Likelihood (99 AIMs)
	0.93
	0.99
	1.00

	African
	
	
	

	Admixture (118,000 SNPs)
	1.00
	
	

	Frappe (99 AIMs)
	0.11
	1.00
	

	Structure (99 AIMs)
	0.12
	0.96
	1.00

	Maximum Likelihood (99 AIMs)
	0.12
	0.85
	0.82


