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    Table S2.  Pyrosequencing primers  

 

  

Primer location (bp 

relative to 

transcription start 

site) 

Forward (5’ to 3’) Reverse (3’ to 5’) 

 Fads1 

 PCR primers 

-107 to +179 GGTTTAGTTAATGGGAGGG CCACCTCCTCCCAAATAAAATAA 

   

 Sequencing primers 

-57 GGTGTTGAAAATTTTG 

   

 Fads2 

 PCR primers 

-766 to -473 TTGTGTATTTTTTGATGTGGTTAGATT CCCAACTCAATCCCTAACACCTA 

-499 to -318 TTTTAGGTGTTAGGGATTGAGT ACTCCTAAACTAAATATCCTTCAATATACA 

-139 to +165 TTGTTATTGAGGAGTGGGAAGTT CCCCTACCATCCAACCTCAT 

   

 Sequencing primers 

-748 GGTTAGATTTGAGTGTG 

-646 AAATGAAGTGTAATTTATGTTT 

-421 TGAGTTTTATTTTTTTATTGATAAT 

-112 ATTTGGTTTTTGAGTAGATA 

-49 GTTTTTTTGTTTTTTAGGATGTT 

 

 

 


