Figure S1
TTGCCATGACAATCGTAAACTGACATGGCACACTGGTGGGCACGTCTTAT

GGAAAACTACTTCTGCCCCATCCTTGTTTTGACTACTCCTCAATTTGGTC
CCATGTCAGAGCCCTGCCTCCAGAGTCAAGCCCTGTCTACCTCACAATTA
TTATGTATCAGGTTTTTAAAAAATAACACAAGTAAGGCTGGGCATGGTGG

CTCACGCCTTTAATCCCAGCACTTTGGGAGGCCGAGGTGGGCAGATCACT

TCAGATCAGAAGTCTGAGACAAGCCTGACCAACATGGTGAAACCCTGTCT

CTCCTAAAAATGCAAAAAAAAAAAAAAAGAAAAAAAAA1TTAGCTGGGCAT

GGTGGCAGGCGCCTATAGTTCCAGCTACTTGGGAGGCTGAGGCAGAATTG

CTTGAACCCATGCAGCGGAGTTTGCAGTGAGCTGAGCACCACTGCACTGC

AGCCTGAGGGACAGAGCAAGATTCCACCTCAAAAAAAAAAAAAAAAAAAA

AAAA2GGAAAAAGAATAACACAAGGAAATTAAACACAGATAACGTGCATCT

GGATAATCTGGAATATTTTCAGCCTGGGATCTTCCTCGTGCTCGGAAACG

TGTAGGGAAACGTGTAGGGACAGTTTTCAGCTGGTGTGGGGTGGGGGAAT

GCCAACATATGGTTGGCTTTCCACAGTCCTGCTAAAGCCCTGCAATGTGC

AGAACAAACCGGTCCAGCTAAGAAAAGTCCCACCCAAAATGCTGAGAGCA

CCTCTGTACTCAATCAACCGTTGAGGTAAAAGGATGCTTGCAAGTACAAC

ACATGTATCAGTGCATTTTAAACTCATTATAAAATCGTTCTGTAAACCAA

AAATAAAATTCTACGCCCAGAACCATCTGAAAAGACCACTCCTCTGGGTC

AAAGGCATTCCAAATTTAACCACAAAAACTAGTTCAGGCCATGATGGGAA

GGGGAGCCAGACATGCCTCATTATTCCCTCCTCCGTTTGGAATTTAGGCA

CAGCTGACCAGCATTGACATCAACACAGGCCTCAAGACAGGTAGAACACA

CTCTTTAAGTCTGACAAGAAACATTTACAATCTATCTCTCTAAAGCCTGC

TACCTGGAGGTTTAATCTGCATGATGAATCCATGGTCTCCACAACCCCTT

ATCTTAACCCAGATATTCCTTTCTATTCATTCAAATCTTTTTTTTTTTTT

TCCCC3ATACGGCTCTGTCACCCAGACTGGAGTGCAGTGGCGCTTTCTCAG

CTACTGCAAGCAACCTCCGCCTCCTGGGTTCAAGCGATTCTCCTACCTCA

GCCTCCTGAGTACCTGGGGTTACAGGCGTGTGCCACCTCGCCCCACTAAT

TTTTGTATTTTCAGTAGAGAGGGTTTCACTATGTTGGCCAGGATGGTCTC

AATCTCCTGACCTCGTGATCTGCCCGCCTCGACCTCCCAAGTGCTGGGAT

TACAGGCGTGAGCCACCGCGCCCAGCCCTCTATTGATTCCAGATCTTTAG

ATAACAATTCTTTCAACCAAATGTATAAAAAATCAAGTTGTAGCCCAACC

ACCTTGGGGACATGTTCTCAGGATCTGCTGAGGGCTCTATCACCGGCCAT

TGGTCACTCATATTTGGCTCAGAATAAATTTCTTCAGATATTTTACAGAG

TTTAACTCTTTTCATCAACAGTTCCCACTCCCCAGTGTTAATGTTATAAA

CAATTCAGTAAAACTGGGAAATGTGGTCTATTAAAAACTTGGGGCCGAGT

GCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCAATGTGGGTG

GATCACCTGAGGTCAGGAGTTTGAGACCAGCCTGGCTAACATGGCGAAAC

CCCGTCTCTACTAAACATGAAAAAAAAAAA4TTAGCCGGGCGTGGTGGCGG

CGCCTGTAGTCCCAGCTACGCGAGAGGCTGAGGCAGCAGAATTGCTTGAA

CCCAGGAGGCGGAGGTTGCAGTGAGCCGAGATCGCACCATTGCACTCCAG

CCTGGGTGAGAGAGCGAGACTCTGTCTCAAAAAAAAAAAAAAAA5GACCGC

CAGGGCTCAAACAAAAAACCTCGGAAAAGCCCTGGCGGTCTTTTTTTTTT

TTTTTTTTTTTTTTTT6GGGACAGTCTTGCTCTGTCGCCCAGGCTGGAGTA

CAATGGTCGGATCTTGGCTCACTGCAACCTCTGCCTCCCAGGTTCAAGCA

ATTCTTCTGCCTCAGCCTCCCAAGTAGCCACCACGCCCAGCTAATTTTTG

TACTTTTAGTAGAGACGGGGGTTTCACCATGTTGTCCAGGCTGGTCTTGA

ACTCCTGACCTCAGGTGATCCACCCGCCTCGGCCCCCCAAAGTACTAGGA

TTACAGGCGTGAGCCACCGCGTCCAGCGCCCTGGCGGTTTTTAATCAAGT

AGAAAAGCTGCATTATACCACTTGCTTCGGTTGCTTCAGTGAGAACGAAG

AAATGGAAATGCAAATCCCTTATTAGTTGTAGGAAACAGATCTCAAACAG

CAGTTTTGTTGACAAGACCGCAGGAAAACGTGGGAACTGTGCTGCTGGCT

TAGAGAA7GGCGCGGTCGACCAGACGGTTCCCAAAGGGCGCAGTCCTTCCC

AGCCACCGCACCTGCATCCAGGTTCCCGGGTTTCCTAAGACTCTCAGCTG

TGGCCCTGGGCTCCGTTCTGTGCCACACCCGTGGCTCCTGCGTTTCCCCC

TGGCGCACGCTCTCTAGAGCGGGGGCCGCCGCGACCCCGCCGAGCAGGAA

GAGGCGGAGCGCGGGACGGCCGCGGGAAAAGGCGCGCGGAAGGGGTCCTG

CCACCGCGCCACTTGGCCTGCCTCCGTCCCGCCGCGCCACTTGGCCTGCC

TCCGTCCCGCCGCGCCACTTCGCCTGCCTCCGTCCCC8CGCCCGCCGCGCC

ATGCCTGTGGCCGGCTCGGAGCTGCCGCGCCGGCCCTTGCCCCCCGCCGC

ACAGGAGCGGGACGCCGAGCCGCGTCCGCCGCACGGGGAGCTGCAGTACC

1MR1

Forward- 5’FAM- CTCCAGAGTCAAGCCCTGTC

Reverse- ATGGGTTCAAGCAATTCTGC

2MR2

Forward- 5’FAM- CAGCTACTTGGGAGGCTGAG

Reverse- GCTGAAAACTGTCCCTACACG 

3MR3

Forward- 5’FAM- CATCAACACAGGCCTCAAGA 

Reverse- AAAAATTAGTGGGGCGAGGT

4MR4

Forward- 5’FAM- CATCAACACAGGCCTCAAGA

Reverse- AAAAATTAGTGGGGCGAGGT

5MR5

Forward- 5’FAM- GTAGTCCCAGCTACGCGAGAGGCTG

Reverse- AGGGCTTTTCCGAGGTTTTTTGTTTG

6MR6

Forward- 5’FAM- GCCAGGGCTCAAACAAAAAACCTCG

Reverse- AGGCTGAGGCAGAAGAATTGCTTGA

7TYMS promoter region
8 Three-repeat 28 bp VNTR (3R)
