
Error 33: YPO3723 

ORF location (reading frame : base position): COchrom1:4167022-4167372 

Fragment Ladder (cyan shows 

ions that match, yellow shows 

ions with shoulders) :

Peptide: AATQNTPAATGQVQSLTR
MS-GF p-value: 4.51E-19 

COchrom1_4167022_4167372 #2464 RT: 13.49 AV: 1 NL: 1.78E5

T: ITMS + c NSI d Full ms2 908.66@cid35.00 [240.00-2000.00]
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Error 47: YPO2654.5 
ORF location (reading frame : base position): COchrom6:2982147-2982434

Fragment Ladder (cyan shows 

ions that match, yellow shows 

ions with shoulders) :

Peptide: DAAAFNLHLNSQHK
MS-GF p-value: 9.38E-17

SBEP_YPCO_019_18_27Apr10_Sphinx_10-01-10 #3724 RT: 20.00 AV: 1 NL: 2.23E4

T: ITMS + c NSI d Full ms2 783.73@cid35.00 [205.00-2000.00]
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Error 61: YPDSF_2565
ORF location (reading frame : base position): PFchrom4:2913628-2914533

Fragment Ladder (cyan shows 

ions that match, yellow shows 

ions with shoulders) :

Peptide: FPSTVNAAETVAK
MS-GF p-value: 9.84E-14

SBEP_YPPF_011_13_20Apr10_Sphinx_10-01-07 #2998 RT: 15.74 AV: 1 NL: 6.25E4

T: ITMS + c NSI d Full ms2 669.57@cid35.00 [170.00-2000.00]
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