Sequence Validation:

50 ng of CO92 genomic DNA was used as template for amplification of target PCR products. Phusion High Fidelity DNA
Polymerase (New England Biolabs, Inc.) with the Phusion HF Reaction Buffer using gene specific primers in Table 1 at a final
concentration of 500 nM were used for targeted amplification. The sample was amplified for 30 cycles of 98C for 30 seconds,
55C for 30 seconds and 72C for 60 seconds. The amplified products were purified over a QIAQuick column per
manufacturer’s recommendation (Qiagen). Purified products were sequenced on the Applied BioSystems 3730/XL instrument
using manufacturer’s standard operating procedures. Amplified and purified PCR products for YPDSF1005 and YPO1195 were
sequenced on an Applied BioSystems 3730/XL per manufacturer’s recommendation. Gene YPDSF1005 was sequenced in 4
independent lanes using primers YPDSF1005F1, YPDSF1005R1, YPDSF1005RSEQ2 and YPDSF1005FSEQ2. Gene YPO1195 was
amplified using primers YPO1195F1 and YPO1195R1. The amplified material was sequenced by all primers in Table 1 to
increase sequence resolution and coverage over the amplicon.

TABLE 1. PCR AND SEQUENCING PRIMERS
COORDINATES

PRIMER NAME SEQUENCE (5'-3") GENE TARGET (5'-3)
YPDSF1005F1 AGCAGATAAGGGCTACATAGG YPDSF1005 1142260
YPDSF1005R1 CGATTGACCGAACTTGGCTAT YPDSF1005 1141287
YPDSF1005FSEQ?2 GCTATCAGAAACAACGATT YPDSF1005 1141671
YPDSF1005RSEQ2 TTCCTTGAGCATATCGTTCC YPDSF1005 1141834

.

YPO1195F1 TAGCCCGTAGAACCACCAACG YPO1195 1345419
YPO1195R1 CCATGAAACGAATAGCACCA YPO1195 1346505
YPO1195FSEQ1 ATGGCACTGTTCCTAACTC YPO1195 1345498
YPO1195RSEQ1 TTAGTTTTTAATAAATCCGTTATC YPO1195 1346430
YPO1195FSEQ2 GCTCCAATCATCCGTGAAGT YPO1195 1346245
YPO1195RSEQ2 AAGCTTATAGTGCCACACTGGTC YPO1195 1346475
YPO1195FSEQ3 ATTGGTATGGCTCTCTCC YPO1195 1345860
YPO1195RSEQ3 CAATCTCACCGGCAGTAATCG YPO1195 1345738
YPO1195FSEQ4 TGAAAGCTCACCCGAACATC YPO1195 1346270
YPO1195RSEQ4 CATTGATCCACTAACCTAAATC YPO1195 1345975




Primer Maps
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YPDSF 1005
Query: Sanger sequence of sample
Subject: Y. pestis Pestoides F genome sequence
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ATGARACARATATATAGCGAACGAGAARAATGCCATTACTTATCCCCGCGGCTGGECTTTGAT

Frrrrrrrrrerrerrrrrrerrr et e e re e e e e e
ATGAACARATATATAGCGAACGAGARARATECCATTACTTATCCCCGCGGCTGECTTTGAT

GCCAAACTARGCATGACAGAGARARAACATAGAGCATACTGAAGCCTTTATGGCATCAGGT

Crrrrrrerrrrrerrrrrrerrrrrerrrrr e rrr et eer ety
GCCARACTARAGCATGACAGAGARRAACATAGAGCATACTGAAGCCTTTATGGCATCAGGT

GTGARAGAATTCTCTTTGCCTGGATTTGTAACTCCTCACGGGTATCGTCTACTTGTTTCT

FErerrrerrerrerrrrrrerrr et e rr e e e e e e e e
GTEGAAAGAATTCTCTTTGCCTGGATT TG TARCTCCTCACGEGTATCGTCTACTTGTTTCT

GTARACGGGGAGCATTACCGCCTTGTTACAGACGCAGCTATACCGGAAACAGTATATGCE

TRt r e et e r et e e e e e e e e ey
GTAAACGGGGAGCATTACCGUCTTGTTACAGACGCAGCTATACCGGAAACAGTATATGCG

GTGAAACTGGCTTTCCTTGAGCATATCGTTCCTACACGTARAACATGTACTCAGATTTTA

FErerrreererrerrerrrer e et et e e e e e e e
GTEAAACTGGCTTTCCTTGAGCATATCGTTCCTACACGTARAACATGTACTCAGATTTTA

GTCTGGCGTACTGTTCAACCACAGCATGATAGTGCAGTCCATGETTTGCCTCAGGAGTTT

FETEEEErrr e e e et e e e e et e et
GTCTGGCGETACTGTTCARCCACAGCATGATAGTGCAGTCCATGGTTTGCCTCAGGAGTTT

TTTCGCCACTTCCTGACTCAGTACTCACTCAGTACTCAATCGTTGTTTCTGATAGCGAAC

FEEErrrerrrrrer et e e et e et e e e e e e e e e e e
TTTCGCCACTTCCTGACTCAGTACTCACTCAGTACTCAATCGTTGTTTCTGATAGCGAAC

AGACTAATGARAGGTCGTCGTTTCTGGGAGCGAATCGATTGCATGGGCTATTCAGGCTGAAG

FEPERETErr et e v e e e e e e e e e e et e e e e ey
AGACTAATGAAGGTCGTCGTTTCTGGGAGCGAATGATTGCATGGGCTATTCAGGCTGARAG

GGCATTATGTATATGTGTCCAATGGCTCAGAGGRRAGATCGCCCACTEACTTTTATGACTA
Crerrrrrrrerreerrrrrerrr ettt et e b e e e e e
GGCATTATGTATATGTGTCGAATGGCTCAGAGGRAGATCGCCCACTEACTTTTATGACTA

ACTEGCATGATTTTTATGGGACATGGECTGATTTTTGTTGGEGTGATGACAGAGATTGCC

FETEREE et e e e e e e e e e eyl
ACTGGGATGATTTTTATGGGACATGGECTGATTTTTGTTGGGGTGATGACAGAGATTGCT

ATTGCCATAGACTATTCGTGATCAGTACAGRACRATTGCACTAR 644
Fererrrerrrereerrerrrrre et e rrrrrrrrrrl
ATTGCCATAGACTATTCGTGATCRAGTACAGRACRATTGCACTAR 1141443
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YPO1195

Query: Sanger sequence of sample
Subject: Y. pestis CO92 genome sequence
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GrAGGCTCTAAAATTEATACCEAAGECTCCTTGCTEEECAATATTATTGTGCAGETTTTE

FEEEEEEEr et e et e e et e et e e e et et e el
GTAGGCTCTAALATTGATACC GAAGGCTCCTTGCTGEECAATATTATT GT GCAGSTTTTG

FAGECTAACEEEATTAAAACCACCAATAAATCCCAACTGEEAGCAACCAAASTCETACET

FEEEEEErrr et e et e e e e e et e e e e e el
GAGHCTAACGGEATTAAALCCACCAATAAATCCCALCTGEEAGCAACCARAGTCGTACGT

GO EATTACTGOCEETEAGATT GATATTTATCCTGAATATACGEGEAATGEEECTTTC

ERRRRRARERREARRN IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
GEEECGATTACTGCCEETGAGATT GATATTTAT COTGAATATACGEEGAATGEGECTTTC

TTCTTTTOTEATGAACAAGATCCTGOOTGEALGAGDGOCAAAGREEGOTATZAGALAGTA
IIII

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
TGLACEA COTGEAAGAGCGCCARAGCGGECTATGAGALAGTA

AAAGCACTGGATTACEAaaaaaaTAAATTGETATGGCTCTCTCCCGCGLOCAGT GAACAAT

PEEEEEEEr et et e e e e e et e e e e e e e et e el
ARAGCACTGGATTACGAALRALATARATTGGTATGECTCTCTCCCECEUCAGC GAACAAT

ACCTGGACCATTGCTETACGAAAAGACTTAGCCACGECCAATAATTTGCGAACGCTGEAT

IIIIIIIIIIIIIIIII FEEEEErrr e e e e e e el
GACCATTGOTETACGAALAGACTTAGC CACGECCAATAATTTGCGAACGCTGEAT

GATTTAGETTAGT GEATCAAT GECGEAGGTCAGTTTAAATTAGCCGCCTCAGCCGAGTTT

Ferrrrerrrrerrrr et et e e e e e e e
GATTTAGGTTAGTGEATCAAT GECGEAGGTCAGTTTAAATTAGCCGCCTCAGCCGAGTTT

ATCGEAGCEGECCTEATGCETTACCCGCTTTCCAACAGGCETATGETTTTAC GO T ZALATC AL

IIIIIIIIIIIIIIIII IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
AATCAR

GATCAACTACTGTCCCTEEC TG EEEAGATACCGOTGTGACGATTAAAGCGECAGC AGA-

IIIIIIIIIIIIIIIII IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
GECAGATACCGOTETCACCATTAALGC GECAGCAGAL

GETTTACAGACTCTGEAAGATACTAAAGGCGTGLAGCCGATTTAT GOGCCAGCTCCAATC

FEEEEEEEr et et e et e e e e e e e e e e e e e el
GETTTACAGACTC TEHAAGATACTAALGGCETGCAGCCGATT TAT GCGCCAGCTCCARTC

ATCCETEAAGTTACTCTGAAAGCTCASCEEAACATCCGECTTTECTTAATCGETATTC

IIIIIIIIIIIIIIIII FEEEEEEE e e e e e et e e e el
GrGAAGTTACTCTGAAAGCTCACCCHALCATCCCGGCTTTECTTAATCCGETATTC

GUCACACTGEATEGOC CAACSTTACALAAGCTZALTGCACGTATTGCGETGEA B3E

IIIIIIIIIIIIIIIIIIIIIHIIIIIIIIIIIIIIIIIIIIIIIIIIIII
GATGGCCCAACGTTACALAAGCTGAATGCACGTATTGCGETGEA 1346366
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