Table S3. Bacterial taxonomic composition as deduced from virome reads best BLAST hits, compared with previously published data.
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These previous data are from a metagenome for Lake Bourget, and from 16SrRNA PCR amplification for Lake Pavin.
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						Lake Bourget virome		Lake Bourget bacterial metagenome		Lake Pavin virome		Lake Pavin 16S rRNA

				Actinobacteria		6.79%		44.54%		3.85%		28.50%

				Bacteroidetes		12.99%		9.21%		19.85%		14.30%

				Chlamydiae		3.10%		0.00%		0.10%		0.00%

				Cyanobacteria		6.40%		0.27%		5.08%		7.10%

				Firmicutes		15.90%		1.75%		12.62%		0.00%

				Alphaproteobacteria		17.00%		18.38%		11.54%		7.10%

				Betaproteobacteria		9.89%		23.59%		14.31%		21.40%

				Gammaproteobacteria		15.42%		0.17%		15.38%		0.00%

				Deltaproteobacteria		4.75%		1.44%		6.62%		0.00%

				Verrucomicrobia		1.36%		0.00%		2.31%		17.90%

				Other Bacteria		6.40%		0.65%		8.34%		3.70%
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