
Table S1: LSU rRNA primer sequences

Name Sequence (5'-3') Reference

F63mod ACCCGCTGAAYTTAAGCATATHANTMAG [1]
28S-350rv CTTTCCCTCACGGTACTTG this study
28S-560rv CTTTCAACGGYTTCACGTGC this study
28S-C2-fwd GAAAAGAACTTTGRARAGAGAGT [2]
28S-D2-rev TCCGTGTTTCAAGACGGG [2]
NL4F GACCCGAAAGATGGTGAACTA [3]
NL4R ACCTTGGAGACCTGATGCG [3]
28S-1260fw ATTCTCAAACTTTAAATBGGTAAG this study
28S-1340rv CATCGCCAGTTCTGCTTAC this study
28S-1810fw CGAAAGGGAATCGGGTTAATATTCC this study
28S-2490fw CAACCAAGCGCGGGTAAACG this study
28S-2570rv AATCTCGTTAATCCATTCATGC this study
28S-2634fw TCAAAGTGAAGAAATTCAACCAAGC this study
R3264 TTCYGACTTAGAGGCGTTCAG [1]
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