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Figure S4. Comparison of JD1 and 297 1p28-6 partition gene regions.

A dot matrix plot (generated by DNA Strider [1] with a 15 identities per 15 bp
scanning window). There are only three differences between the two plasmids in
the partition gene cluster (jd1_z03-jd1_z06 vs. 297_z01-297_z04). The inset shows
a magnified view of the difference in jd1_z03 (PFam49) and the sequences there
are compared below, with the predicted jd1_z03 start codon in red and the

tandem six bp Lys-Glu encoding repeats indicated by blue rectangles.
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