(A) Similar Aging Effects in Humans and Mice
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(B) Disimilar Aging Effects in Humans and Mice
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(C) Females — GO BP terms associated with similar aging effects
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(D) Females — GO BP terms associated with dissimilar aging effects

vesicle fusion (7)

MAPKKK cascade (29)

palate development (29)

cellular component movement (94)

immune response (283)

pigmentation during development (7)
regulation of ARF GTPase activity (23)
protein amino acid autophosphorylation (72)
retinoic acid metabolic process (7)
response to food (7)

response to axon injury (9)|

digestion (37)

Wnt receptor signals through beta-catenin (16)
hippocampus development (14)}

regulation of mRNA stability (7)|

----- VAMP7, LRMP, CAV2
----- RASGRP3, FGF13, PPM1L
----- MEOX2, SATB2, OSR1
----- IGF1, CXCR3, CCL5
----- MS4A1, CD209, CCR2
----- GNAQ, BLOC1S3, ZIC2
----- ADAP2, ASAP2, ADAP1
----- MEX3B, LRRK2, TRPM7
----- BCO2, RBP1, CRABP2
----- S0OCS3, HSD11B2, GHRH
----- TXN2, ERBB2, SOD2

I - - - - | AKR1D1, NPY, SLC15A1
N ¥ - - - | RARG, PROP1, AXIN1
- - - - | CDKS, DLX1, PLXNA3
- - - | BRF1, ZFP36L1, ZFP36L2

---------- | |- - D - - - -
oo meneee I - + I - - -
o e - | ---- - I - - -
oo I - - - - - - I - - --
———————— O - |- - . - -
e - - * I - - -
e - |---- I - - -
oo oo I - - - - - - = - - - -
----- * I - ------| | ------ - -
————— - I -~ | ------ - -
- - - . - |- S E— —
- - - . - - |-

- - - o D - - |-

- - -~ |-

- - 5 I - ---- -~ |---------

100 50 0 50 100100 50 50 100

Percent (Human)

Percent (Mouse)



(E) Males — GO BP terms associated with similar aging effects
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(F) Males — GO BP terms associated with dissimilar aging effects
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