Table S3: Model's parameters
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*Compartment size enough large to apply a deterministic model

**The natural history parameters are annual transition rates
_1389279568.unknown

_1389279570.unknown

_1389279572.unknown

_1389279573.unknown

_1389279574.unknown

_1389279571.unknown

_1389279569.unknown

_1389279566.unknown

_1389279567.unknown

_1389279565.unknown

