Table S1: Primer design for (semi-nested) PCRs.*

[image: image1.emf]category subcategory denomination primer sequence (5' to 3')

family-specific forward leader primers VH  VH1a CAGGTkCAGCTGGTGCAG

VH1b CAGGTCCAGCTTGTGCAG

VH1c sAGGTCCAGCTGGTACAG

VH1d CArATGCAGCTGGTGCAG

VH2a CAGATCACCTTGAAGGAG

VH2b CAGGTCACCTTGArGGAG

VH3a GArGTGCAGCTGGTGGAG

VH3b CAGGTGCAGCTGGTGGAG

VH3c GAGGTGCAGCTGTTGGAG

VH4a CAGGTGCAGCTACAGCAG

VH5a GArGTGCAGCTGGTGCAG

VH6a CAGGTACAGCTGCAGCAG

VH7a CAGGTsCAGCTGGTGCAA

VL lambda VL1 CAGTCTGTGyTGACkCAG

VL2 CAGTCTGCCCTGACTCAG 

VL3 TCCTATGwGCTGACwCAG

VL4 CwGCyTGTGCTGACTCA

VL5 CAGsCTGTGCTGACTCAG 

VL6 AATTTTATGCTGACTCAG

VL7/8 CAGrCTGTGGTGACyCAG

VL9 CAGCCTGTGCTGACTCAG

VL10 CAGGCAGGGCTGACTCAG

VL kappa VK1 GCTCAGCTCCTGGGrCT

VK2 GGGCTGCTAATGCTCTGG

VK3 TCTTCCTCCTGCTACTCTGG

VK4/5 TsCTyTGGATCTCTG

VK6 CTCTGGGTTCCAG/CCTCC

constant region reverse primers VH  lgG reverse GGCTCACGTCCACCACCACGCA

IgA reverse GGGATTCGTGTAGTGCTTCACGTG

IgM reverse CCAGGACACCTGAATCTGCC

VL kappa reverse CCTGTTGAAGCTCTTTGTGACG

lambda reverse CAGAGGAGGGTGGGAACAG

patient-individual HCDR3 primer VH MM001 HCDR3 GACCACGAATCCGGGAGAG

MM020 HCDR3** GGCAGGGGGTCAAATTTTGAC

MM021 HCDR3** GATCCTCGAGACGGTGACCAGGGTTCC

MM023 HCDR3 CCTTCTAGATATAGCAGTGTCTG

MM025 HCDR3 GTGTACAAGCCATTCGCTTCG

MM026 HCDR3 GCAATCTAACGTAGCAGCTGC

MM031 HCDR3** GTATCGTACGTAGTTGTAGTAATATTC

MM032 HCDR3 GAATGGGGCAACTCCAAGAC

MM034 HCDR3  GGATATTTTAGTGGTGGATGTTGC

MM036 HCDR3  CAAGATCAGTCCCTTCCACAG

MM048 HCDR3** GGATTGTCACCGTACCCTCC

MM050 HCDR3  CAGAAATATCGTCTGGAGCATC


* VH = variable heavy chain, VL = variable light chain, HCDR3 = heavy chain complementarity determining region 3. HCDR3 primers marked with two asteriskes (**) were designed as reverse primers as opposed to all other HCDR3 (forward) primers.The semi-nested PCR in these cases was carried out in a slightly modified way, using family-specific forward leader primers for the secondary amplification step.
