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Figure S8. Conservation of the MADS AFFECTING FLOWERING1 (MAF1) cryptic exon sequence.  A. Multiple sequence alignment of the second intron from the Arabidopsis MAF1-3 genes. The conserved region corresponding to the 3’-cryptic exon from the mutually exclusive exon pair in the MAF1 gene is highlighted by the shaded box. B. Multiple sequence alignment of the translated intronic regions from the MAF2- and MAF3 gene and homologous 3’- cryptic exon of MAF1. 
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MAF3 IELLVEPEITQ*FEF


MAF2 IEALVEPEITQCFEF


MAF1 IEALFKPEKPQCFEL








MAF3  GTAAGT---TAGCTACGAACATCATC--AAAATTCTCTGGAATGCAGTTTTTGATGATAT


MAF2  GTAAGT---TAGCTACGAATATCATT--AAAATTCTTCTGGATGCAGTTTTTGATGTTAT


MAF1  GTAAGTAATTAGCTAAGAACGTCATTCTAATATTCTTCTGGATGCGGTTTTTGGTGTTAT


      ******   ****** ***  ****   ** *****   * **** ******* ** ***








MAF3  TATGGGATAGAATTACTGGTCGAGCCTGAGATAACTCAATGATTTGAATTTCTTAAACTG


MAF2  GAAGGGATAGAAGCACTGGTCGAACCTGAGATAACTCAATGTTTTGAATTTTTCGTACTG


MAF1  GA-AGGATAGAAGCGCTGTTCAAGCCGGAGAAACCTCAATGTTTTGAACTCGTAACACCG


       *  ********   *** ** * ** **** * ******* ****** *  *   ** *








MAF3  GACTTAATTTTCTTAAGTAACAGTTGTTGCATTTTTAGAAAAAACTCAAGAACTTTCACA


MAF2  GACTTAATTCTCTCTAGTTACAGTTATTGCATTTTTCGGAAAA-----------CTCACA


MAF1  AACTTAATTCTCTAGAGTTACAGTTATTGTGTCTACTGGAAAA--TACAAGAACTTCACA


       ******** ***  *** ****** ***  * *   * ****            *****








MAF3  ATCTTTCTGACCATTGCCTTCGTTTTATCCATGTTCAG


MAF2  ATCTTTCTGACCATTCCCTTCGTTTTCTCCATGTGCAG


MAF1  ATCTTTCTGACCATTCC-----TTTTCTTCATGTGCAG


      *************** *     **** * ***** ***














