
[image: image1.emf]R.communis-long       EELGELEQELERSVAKVRDRKNELLQQQLDNLRRKERMLEEENGNMYRWIQ-EHRAALEY

R.communis-short      EELGELEQELERSVAKVRDRK--------------ERMLEEENGNMYRWIQ-EHRAALEY

G.hirsutum-short EELDQLEQELERSVNKVRERK--------------ERMLEEENNNMYRWIQ-EHRAAIEY

G.hirsutum-long  EELDQLEQELERSVNKVRERKNELLQQQLDNLRRKERMLEEENNNMYRWIQ-EHRAAIEH

B.napus-long          HELEGLEQQLEHSVRKVRERKKELLQQQLGNLSRKKRMLEDDNNNMYRWLHDEHRTGVEF

B.napus-short         HELEGLEQQLEHSVRKVRERK-----QQLGNLSRKKRMLEDDNNNMYRWLHDEHRTGVEF

A.thaliana-short      NELDGLERQLEHSVLKVRERK-----QQLENLSRKRRMLEEDNNNMYRWLH-EHRAAMEF

A.thaliana-long       NELDGLERQLEHSVLKVRERKNELMQQQLENLSRKRRMLEEDNNNMYRWLH-EHRAAMEF


Figure S4. Conserved AIPs between homologs of the Arabidopsis B-sister (ABS) protein. The location of the intron corresponding to the AIP in Arabidopsis is indicated by the grey triangle. The conserved AIP between R. communis and G. hirsutum corresponds to an entire exon in Arabidopsis. The position of the intron flanking the 3’ - side of the Arabidopsis exon is indicated by the black triangle. The A.thaliana-short and A.thaliana-long isoforms correspond to ABS.2 and ABS.1, respectively. 
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