
[image: image1.emf]B.rapa.p-short      DNMTNIVDRYEIQHAGELRSLDLAEKTRNYLPHKELLESVKS---------VSVDSLISL 

B.rapa.p-long       DNMTNIVDRYEIQHAGELRSLDLAEKTRNYLPHKELLESVKSNLEEPNVDSVSVDSLISL 

B.napus-short       DNMTNIVDRYEIQHAGELRSLDLAEKTRNYLPHKELLESVKS---------VSVDSLISL

B.napus-long        DNMTNIIDRYGIQHACELRSLDLAEKTRSYLPHNELLESVKSNLEESNVDNASVDSLISL

MAF3-short          DNMSKIIDRYEIHHADELKALDLAEKIRNYLPHKELLEIVQS-----------VDSLISM

MAF3-long           DNMSKIIDRYEIHHADELKALDLAEKIRNYLPHKELLEIVQSKLEESNVDNVSVDSLISM

MAF2-short          DNMSKIIDRYEIHHADELEALDLAEKTRNYLPLKELLEIVQS-----------VDTLISL 

MAF2-long           DNMSKIIDRYEIHHADELEALDLAEKTRNYLPLKELLEIVQSKLEESNVDNASVDTLISL


Figure S2. Conserved AIPs in Brassica homologs of the Arabidopsis MADS AFFECTING FLOWERING 2 and -3 (MAF2 and MAF3) proteins.  The conserved intron position corresponding to both the AIPs of the Arabidopsis MAF2- and MAF3 isoforms is indicated by the black triangle. B.rapa.p corresponds to Brassica rapa subsp. pekinensis. MAF3-short and MAF3-long correspond to MAF3.2 and MAF3.1, respectively. MAF2-long corresponds to MAF2.2. 
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