
  

Dataset Figure Model G I Reference (see below) 
nr28S rDNA Figure 3A; Figure S1 GTR 0.449 0.119 [1] 
cp23S rDNA Figure S2 TN 0.3486  [2] 
coI Figure 3B; Figure S3 GTR 0.2749  [1] 
calmodulin Figure 3C; Figure S4 HKY 0.1701  [3] 
rad24 Figure 3D; Figure S5 J2 (TIM) 0.7432 0.3227 [4] 
actin Figure 3E; Figure S6 GTR 0.3884   [1] 
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