Table S2. Functional annotation clustering analysis of target genes.
	Annotation cluster
	Genes
	Enrichment score
	Fold Enrichment
	P-value

	Positive regulation of macromolecule metabolic process
	TCF21, MSX1, ADIPOQ, CITED
	1.17
	4.885
	0.034

	Protein complex assembly
	PRLR, OTC, ADIPOQ
	1.164
	7.284
	0.052

	Cell adhesion
	CLDN3, ITGB6, CDH3
	0.968
	6.529
	0.064

	Receptor
	PRLR, OSMR, ITGB6, STRA6
	0.737
	3.528
	0.072


