Figure S2 Three CMT2A pedigrees carry novel MFN2 mutations in phylogenetically conserved sites. The novel MFN2 mutations in the pedigrees of Patients 10 (A), 11 (B) and 14 (C) are located in the phylogenetically conserved regions. Shown are the electropherogams, pedigrees and nucleotide sequence alignments of MFN2 orthologs, or protein sequence alignments of mitofusin 2 orthologs.  
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