	Table S1. Number of differentially expressed genes between P. aeruginosa PAO-SCV and its clonal wild-type PAO1 during stationary phase

	

	

	Fold change a
	Number of expressed genes b

	
	Early SP
	Late SP
	SP

	
	SCV/WT
	SCV/WT
	SCV/WT

	Up-regulated
	
	
	

	>4
	28
	75
	96 (7 c)

	2-4
	136
	281
	384 (33)

	Total (>2)
	164
	356
	466 d (40+14 e)

	Down-regulated
	
	
	

	>4
	23
	20
	41 (2)

	2-4
	81
	76
	145 (12)

	Total (>2)
	104
	96
	176 (14+10)


a Fold change is the arithmetic average of a change in gene expression level that was significant using student T-test (P value less than 0.05).

b SP, stationary phase; SCV: PAO-SCV; WT: wild-type. 

c Number in parenthesis indicates the number of overlapping genes between early and late stationary phase with the same fold change level, i.e. both above 4-fold or 2-4-fold.

d The final number of differential expressed genes were subtracted by number of overlapping genes indicated in parenthesis.
e Number in parenthesis indicates the number of overlapping genes between early and late stationary phase with different fold change level, i.e. one above 4-fold and the other 2-4-fold.

