Supplementary Table 9. IRAS and IRASFS power analysis to detect a causal variant with the effect size observed in the T2DM cohort.
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	Control (n=164)
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	SNP
	Chr
	Position
	Alleles
	
	Case
	Control
	Allele
	P-value
	OR (95%CI)
	
	α
	Power
	α
	Power
	
	α
	Power
	α
	Power

	rs7542900
	1
	94842629
	C/T
	
	0.38
	0.43
	T
	0.0033
	0.83 (0.74-0.94)
	
	0.05
	0.17
	0.001
	0.01
	
	0.05
	0.21
	0.001
	0.02

	rs4659485
	1
	235212541
	T/C
	
	0.08
	0.11
	C
	0.0019
	0.71 (0.57-0.88)
	
	
	0.22
	
	0.02
	
	
	0.25
	
	0.02

	rs7560163
	2
	151346182
	C/G
	
	0.11
	0.16
	G
	3.7E-06
	0.65 (0.55-0.78)
	
	
	0.40
	
	0.06
	
	
	0.46
	
	0.08

	rs2722769
	11
	11184950
	C/G
	
	0.07
	0.09
	G
	0.022
	0.77 (0.62-0.96)
	
	
	0.13
	
	0.01
	
	
	0.15
	
	0.01

	rs7107217
	11
	128978900
	C/A
	
	0.44
	0.48
	A
	0.016
	0.86 (0.76-0.97)
	
	
	0.14
	
	0.01
	
	
	0.16
	
	0.01


