Table S2:
	Chr
	Gene
	SNP
	Pathway
	Reported Population(s)
	Proposed Effect
	P-value
	References

	3
	CX3CR1
	rs3732378 (T280M) G>A
	Chemokine Receptor
	Caucasian
	recessive homozygosity might increase susceptibility to HIV-1 infection
	0.72
	


[1] ADDIN EN.CITE 

	3
	CX3CR1
	rs3732379 (V249I) C>T
	Chemokine Receptor
	Caucasian
	recessive homozygosity might increase susceptibility to HIV-1 infection
	0.81
	


[1] ADDIN EN.CITE 

	17
	CCL2-CCL7-CCL11
	rs1024610 -2136A>T
	Chemokines
	Caucasian
	Decreased susceptibility to HIV-1 infection
	0.84
	


[2] ADDIN EN.CITE 

	17
	CCL2-CCL7-CCL11
	rs2857657 767C>G
	Chemokines
	Caucasian
	Decreased susceptibility to HIV-1 infection
	0.35
	


[2] ADDIN EN.CITE 

	17
	CCL2-CCL7-CCL11
	rs4795895 -1385G>A
	Chemokines
	Caucasian
	Decreased susceptibility to HIV-1 infection
	0.62
	


[2] ADDIN EN.CITE 

	17
	CCL2
	rs1024611 (-2578A>G aka -2518A>G)
	Chemokines
	Caucasian - not found significant in African American
	Reduced Risk of Acquiring HIV-1
	0.18
	


[3] ADDIN EN.CITE 

	17
	CCL3
	rs1719134 459C>T
	Chemokines
	African American
	Reduced Risk of Acquiring HIV-1
	0.74
	


[4] ADDIN EN.CITE 

	17
	CCL5
	rs2107538 -403G>A
	Chemokines
	Caucasian
	Increase susceptibility
	0.78
	


[4-7] ADDIN EN.CITE 

	17
	CCL5
	rs2280789 -222T>C
	Chemokines
	Caucasian and African American
	Increased Risk of Acquiring HIV-1
	0.31
	


[8] ADDIN EN.CITE 

	10
	CXCL12
	rs1801157 801G>A
	Chemokines
	Caucasian and African American + South African
	Reduced Risk of Acquiring HIV-1 in Caucasians but not African American
	0.29
	


[9,10] ADDIN EN.CITE 

	1
	IL-10
	rs1800872 -592C>A
	Cytokines
	Caucasian and African American + African
	Increased risk of Acquiring HIV-1 infection
	0.26
	


[11,12] ADDIN EN.CITE 

	1
	IL-10
	rs1800896 -1082G>A
	Cytokines
	African
	Reduced Risk of Acquiring HIV-1
	0.45
	


[11] ADDIN EN.CITE 

	11
	IL-18
	rs1946518 -607A>C
	Cytokines
	Brazilian
	Increased risk of Acquiring HIV-1 infection (Paediatric)
	0.50
	[13]

	5
	IRF1
	rs17848424 aka rs2070729 6516G>T
	Intracellular signaling
	Kenya
	Resistance to HIV-1 infection
	0.01
	


[14] ADDIN EN.CITE 

	11
	TRIM5
	rs3740996 127C>T (H43Y)
	Viral restriction factor
	Caucasian and African American
	Reduced Risk of Acquiring HIV-1 in  African American
	0.956
	[15]

	11
	TRIM5
	rs10838525 407G>A (R136Q)
	Viral restriction factor
	Caucasian and African American
	Reduced Risk of Acquiring HIV-1 in  African American
	0.78
	[15]

	10
	MBL2
	rs5030737 (R52C)
	Acute phase reactant
	Caucasian
	Increased risk of Acquiring HIV-1 infection
	0.47
	


[16-20] ADDIN EN.CITE 

	10
	MBL2
	rs1800450 (G54D)
	Acute phase reactant
	Caucasian
	Increased risk of Acquiring HIV-1 infection
	0.79
	


[16-20] ADDIN EN.CITE 

	10
	MBL2
	rs1800451 (G57E)
	Acute phase reactant
	Caucasian + Gabonese
	Increased risk of Acquiring HIV-1 infection
	0.02
	


[16-21] ADDIN EN.CITE 

	7
	ABCB1
	rs1045642 3435C>T
	Other
	Caucasian
	Reduced Risk of Acquiring HIV-1 
	0.66
	


[22] ADDIN EN.CITE 

	12
	CD4
	rs28919570 868C>T
	HIV co-receptor
	Kenya
	Increased risk of Acquiring HIV-1 infection
	0.55
	


[23,24] ADDIN EN.CITE 
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