Table S1. Summary of proteomic experiments using differential isotopic labeling and LC-MS/MS.

	Sample
	Labeling
	Proteins Identified
	Proteins Quantified
	Mean Mor/Sal Ratio
	Std. Dev.
	Std. Error

	1
	Forward
	48
	37
	0.92
	0.27
	0.043

	2
	Forward
	80
	67
	0.97
	0.261
	0.032

	2
	Reverse
	84
	76
	0.75
	0.349
	0.04

	3
	Forward
	77
	70
	0.91
	0.234
	0.028

	3
	Reverse
	86
	79
	0.75
	0.29
	0.033


