Figure S2:  Alignment of rhesus and human TLR7 amino acid sequences
  Signal Peptide

           V5M

rhesus  MMFPVWTLKRQILILFNIILISKLLGARWFPKTLPCDVTLDVSKNHVIVDCTDKHLTEIP  60

human   .V..M.................................P.....................
              T68A

rhesus  GGIPTNTTNLTLTINHIPDISPASFHRLVHLVEIDFRCNCVPIRLGSKSNMCPRRLQIKP 120

human   ............................D..............P....N...IK......
rhesus  RSFSGLTYLKSLYLDGNQLLEIPQGLPPSLQLLSLEANNIFSIRKENLTELANIEILYLG 180
human   ............................................................   

rhesus  QNCYYRNPCYVSYSIEKDAFLNLTKLKVLSLKDNNVTTVPTVLPSTLTELYLYNNMIAEI 240
human   .....................................A....................K. 

       






                       rhesus  QEDDFNNLNQLQILDLSGNCPRCYNAPFPCTPCKNNSPLQIPVNAFDALTELKVLRLHSN 300
human   ..............................A.............................
rhesus  SLQHVPPRWFKNINNLQELDLSQNFLAKEIGDAKFLHFLPNLIQLDLSFNFELQVYRASM 360
human   ..............K.........................S...................
rhesus  NLSQAFSSLKSLKILRIRGYVFKELKSFNLSPLHNLQNLEVLDLGTNFIKIANLSMFKQF 420
human   ............................................................
rhesus  KRLKVIDLSVNKISPSGDSSEVGFCSNARTSVESYEPQVLEQLYYFRYDKYARSCRFKNK 480
human   ...........................................H................
rhesus  EASFTSVNESCYKYGQTLDLSKNSIFFIKSSDFQHLSFLKCLNLSGNLISQTLNGSEFQP 540
human   ....M......................V................................
                                    V570V

rhesus  LAELRYLDFSNNRLDLLHSTAFEELRKLEVLDISSNSHYFQSEGITHMLNFTKNLKVLQK 600

human   .........................H..................................
rhesus  LMMNDNDISSSTSRTMESESLRTLEFRGNHLDVLWRDGDNRYLQLFKNLLKLEELDISKN 660
human   ....................................E.......................
rhesus  SLSFLPSGVFDGMPPNLKNLSLAKNGLKSFIWEKLRYLKNLETLDLSHNQLTTVPERLSN 720
human   ..............................S.K..QC.......................
rhesus  CSRSLKNLILKNNQIRSLTKYFLQDAFQLRYLDLSSNKIQMIQKTSFPENVLNNLKMLLL 780
human   ............................................................

     R784R 

rhesus   HHNRFLCTCDAVWFVWWVNHTEVTIPYLATDVTCVGPGAHKGQSVISLDLYTCELDLTNL 840
human    ............................................................

   Transmembrane Region







rhesus   ILFSLSISVSLFLMVMMTASHLYFWDVWYIYHFCKAKIKGYQRLISPDCCYDAFIVYDTK 900

human    ............................................................
           Toll/IL-1 receptor (TIR) domain
rhesus   DPAVTEWVLAELVAKLEDPREKHFNLCLEERDWLPGQPVLENLSQSIQLSKKTVFVMTDK 960
human    ............................................................                    

rhesus  YAKTENFKIAFYLSHQRLMDEKVDVIILIFLEKPFQKSKFLQLRKRLCGSSVLEWPTNPQ 1020
human   ............................................................      
rhesus   AHPYFWQCLKNALATDNHVAYSQVFKETV 1049
human    .............................



