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Figure S6  The relationship between mean RNA transcript levels, total RNA transcript levels of S. cerevisiae genes and the redox cycle.  Yellow color (time points 1-4) is the oxidative phase, and the blue color (time points 5-12) is the reductive phase.  Boxes show median values with statistical significance with notches (if two boxes' notches do not overlap this is a ‘strong evidence’ that their medians differ (2)), first quantile (25%) and third quantile (75%); whiskers indicate minimum and maximum values.
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