SUPPLEMENTAL MATERIALS AND METHODS
Yeast strains 

All strains were diagnosed by PCR on genomic DNA and, where relevant, by Western blotting, biochemical, and functional analysis. Strains were either purchased from Euroscarf, Open Biosystems, or purposely made by homologous recombination directly on the chromosome, following transformation of suitable PCR cassettes generated with oligonucleotides listed below.  Some mutant strains are the generous gift from the Corden and Greenblat laboratories.

	Strain name
	Pet Name
	Genotype
	Oligonucleotides, DNA templates or plasmids used for construction
	Host Strain
	References

	YDL674
	WT 
	Mat a his3∆1 leu2∆0 met15∆0 ura3∆0
	 
	 
	Euroscarf

	YL1776
	rrp6∆
	Mat a his3∆1 [leu2∆0] met15∆0 ura3∆0 rrp6∆::CgLEU2
	PCR amplification from pBS1763 using oligonucleotides LD1222 and LD1223
	YDL674
	This work

	YDL1678 alias YJC1163
	NRD1::HA 
	Mat a his3∆1 leu2∆0 met15∆0 [ura3∆0] NRD1::HA
	 
	 
	
 ADDIN EN.CITE 
[1,2]


	YDL1782
	NRD1::HA rrp6∆
	Mat a his3∆1 [leu2∆0] met15∆0 [ura3∆0]  NRD1::HA rrp6∆::CgHIS3
	PCR amplification from pBS1763 using oligonucleotides LD1222 and LD1223
	YDL1678
	This work

	YDL1679
alias YJC1166
	nrd1-102 ::HA 
	Mat a his3∆1 leu2∆0 met15∆0 [ura3∆0] nrd1-102::HA
	 
	 
	
 ADDIN EN.CITE 
[1,2]


	YDL1784
	nrd1-102 ::HA rrp6∆
	Mat a his3∆1 [leu2∆0] met15∆0 [ura3∆0] nrd1-102::HA rrp6∆::CgHIS3
	PCR amplification from pBS1763 using oligonucleotides LD1222 and LD1223
	YDL1679
	This work

	YDL2545
Alias YJC1103
	nrd1-101 ::HA
	Mat a ura3∆0 his3∆1 [leu2∆0]  met15∆0 NRD1::kamMX (pJC951 LEU2 nrd1-101::HA)
	 
	 
	
 ADDIN EN.CITE 
[1,2]


	YDL2549
	nrd1-101 rrp6∆
	Mat a ura3∆0 [his3∆1] leu2∆0 met15∆0 NRD1::kamMX (pJC951 LEU2 nrd1-10 ::HA) rrp6∆::CgHIS3
	PCR amplification from pBS1762 using oligonucleotides LD1222x1223
	YDL2545
	This work

	YDL1680 alias YJC1412
	WT
	Mat a ade2 can1-100 his3-11,15 leu2-3,112 trp1-1 ura3-1
	 
	 
	
 ADDIN EN.CITE 
[1,2]


	YDL1788
	rrp6∆
	Mat a ade2 can1-100 his3-11,15 [leu2-3,112] trp1-1 ura3-1 rrp6∆::CgLEU2
	PCR amplification from pBS1763 using oligonucleotides LD1222 and LD1223
	YDL1680
	This work

	YDL1681 alias YJC1099
	nab3-11
	Mat a ade2 can1-100 his3-11,15 leu2-3,112 trp1-1 ura3-1 nab3-11
	 
	 
	
 ADDIN EN.CITE 
[1,2]


	YDL1791
	nab3-11 rrp6∆
	Mat a ade2 can1-100 his3-11,15 [leu2-3,112] trp1-1 ura3-1 rrp6∆::CgLEU2 nab3-11
	PCR amplification from pBS1763 using oligonucleotides LD1222 and LD1223
	YDL1681
	This work

	YDL1570
	NAB3::TAP
	Mat a his3∆1 leu2∆0 met15∆0 ura3∆0 NAB3::TAP-HIS3MX6
	 
	 
	
 ADDIN EN.CITE 
[3]
 - Open Biosystems

	YDL1569
	NRD1::TAP
	Mat a his3∆1 leu2∆0 met15∆0 ura3∆0 NRD1::TAP-HIS3MX6
	 
	 
	
 ADDIN EN.CITE 
[3]
 - Open Biosystems

	YDL2560
	spt4∆
	Mat a [his3∆1] leu2∆0 met15∆0 ura3∆0 spt4∆::CgHIS3
	PCR amplification from pBS1762 plasmid using oligos LD1961 and LD1962 
	YDL674
	This work

	YDL2570
	rrp6 spt4∆
	Mat a [his3∆1] [leu2∆0] met15∆0 ura3∆0 spt4::CgHIS3 rrp6∆::CgLEU2
	PCR amplification from pBS1762 plasmid using oligos LD1961 and LD1962 
	YDL1776
	This work

	BY4741
	WT
	Mat a  his3∆1 leu2∆0 ura3∆0 met15∆0 
	 
	 
	 

	YDL2537
	SPT5 DAmP  
	Mat a  his3∆1 leu2∆0 ura3∆0 met15∆0 SPT5 DAmP
	 
	 
	


[4] ADDIN EN.CITE 

	YDL2572
	SPT5 DAmP spt4∆
	Mat a [his3∆1] leu2∆0 ura3∆0 met15∆0 SPT5 DAmP spt4∆::CgHIS3
	PCR amplification from pBS1762 plasmid using oligos LD1961 and LD1962 
	YDL2537
	This work

	YDL2574
	SPT5 DAmP rrp6∆
	Mat a his3∆1 [leu2∆0] ura3∆0 met15∆0 SPT5 DamP rrp6∆::CgLEU2 
	PCR amplification from pBS1763 using oligonucleotides LD1222 and LD1223
	YDL2537
	This work

	YDL2577
	SPT5 DAmP spt4∆ rrp6∆
	Mat a [his3∆1] [leu2∆0] ura3∆0 met15∆0 SPT5 DAmP spt4∆::CgHIS3 rrp6∆::CgLEU2 
	PCR amplification from pBS1763 using oligonucleotides LD1222 and LD1223
	YDL2574
	This work

	YDL2576
	ngl2∆
	Mat a his3∆1 leu2∆0 lys2∆0 ura3∆0 ngl2∆::KanMX
	 
	 
	Euroscarf

	YDL2540
	SPT5::TAP
	Mat a his3∆1 leu2∆0 met15∆0 ura3∆0 SPT5::TAP-HIS3MX6
	 
	 
	
 ADDIN EN.CITE 
[3]
 - Open Biosystems

	YDL2579
	NRD1::HA SPT5::TAP
	Mat a [his3∆1] leu2∆0 met15∆0 [ura3∆0] NRD1::HA SPT5::TAP-HIS3MX6
	PCR amplification from genomic DNA of YDL2540 using oligonucleotides LD2017 and LD2018
	YDL1678
	This work

	YDL2594 alias YJL046
	SPT5::HA
	leu ura SPT5::HA-HIS3
	 
	 
	


[5] ADDIN EN.CITE 

	YDL2595 alias YJL047
	SPT5∆CTR(1-15)::HA
	leu ura SPT5∆CTR::HA-HIS3
	 
	 
	


[5] ADDIN EN.CITE 

	YDL2599
	SPT5::HA NRD1::TAP
	leu [ura] SPT5::HA-HIS3 NRD1::TAP-URA3
	PCR amplification from pBS1539 using LD2090 and LD2091
	YDL2594 alias YJL046
	This work

	YDL2601
	SPT5∆CTR::HA NRD1::TAP
	leu ura SPT5∆CTR::HA-HIS3
	PCR amplification from pBS1539 using LD2090 and LD2091
	YDL2595 alias YJL047
	This work

	YDL2604
	 RPA190::TAP
	Mat a his3∆1 leu2∆0 [ura3∆0] met15∆0 RPA190::TAP-URA3
	PCR amplification from pBS1539 using LD2093 and LD2094
	BY4741
	This work

	YDL2606
	SPT5 ::HA RPA190 ::TAP
	leu [ura] SPT5::HA-HIS3 RPA190::TAP-URA3
	PCR amplification from pBS1539 using LD2093 and LD2094
	YDL2594  
	This work

	YDL2608
	SPT5∆CTR::HA RPA190::TAP
	leu [ura] SPT5CTR::HA-HIS3 RPA190::TAP-URA3
	PCR amplification from pBS1539 using LD2093 and LD2094
	YDL2595 
	This work

	YDL2536
	SPT4::TAP
	Mat a his3∆1 leu2∆0 met15∆0 ura3∆0 SPT4::TAP-HIS3MX6
	 
	 
	
 ADDIN EN.CITE 
[3]
 - Open Biosystems

	YDL2568
	SPT5::TAP spt4∆
	Mat a his3∆1 [leu2∆0] met15∆0 ura3∆0 SPT5::TAP-HIS3MX6 spt4∆::CgLEU2
	PCR amplification from pBS1763 plasmid using oligos LD1961 and LD1962 
	YDL2540
	This work

	YDL1076
	RPA190::TAP
	Mat a his3∆1 leu2∆0 met15∆0 ura3∆0 RPA190::TAP-HIS3MX6
	 
	 
	
 ADDIN EN.CITE 
[3]
 - Open Biosystems


Oligonucleotides used for the construction of yeast strains

	Primer
	Sequence (5’-3’)

	LD1222
	ATAGACGAAATAGGAACAACAAACAGCTTATAAGCACCCAATAAGTGCGTTCACAGGAAACAGCTATGACC

	LD1223
	GGGGGAGCCATAACTCCATGACACAGATATTCGATTAGATGAATTTAGAGGGTTGTAAAACGACGGCCAGT

	LD1961
	CACCTGGCCACATTCAGTTTGGCAAAAGCGAACGAGGTACAGTGTAAGAGCACAGGAAACAGCTATGACC

	LD1962
	AGTAAAAAAAATTCATTACTATTATACATGTGATATCAGAACGGAAGGTTGTTGTAAAACGACGGCCAGT

	LD2017
	CGGCCAAGGTACTGGTGC

	LD2018
	ACGTATTGTCTACAGCGGCAAG

	LD2090
	GAATATGCTTAACCAACAGCAGCAGCAACAACAACAAAGCTCCATGGAAAAGAGAAG

	LD2091
	TTTTATGTACTATGAGCAAATAAAGGGTGGAGTAAAGATCTACGACTCACTATAGGG

	LD2093
	GGGTTCATTTGATGTGTTAGCAAAGGTTCCAAATGCGGCTTCCATGGAAAAGAGAAG

	LD2094
	AATATTAAATCGTAATAATTATGGGACCTTTTGCCTGCTTTACGACTCACTATAGGG


Oligonucleotides used for qPCR amplicons in ChIP analysis
	Amplicon
	5’ primer
	Sequence (5’-3’)
	3’ primer
	Sequence (5’-3’)

	1
	LD638
	TCGCGTATGGTCACCCACTAC
	LD639
	GTTGCGGCCATATCTACCAGA

	3
	LD607
	GCAGTATTGAGACCATGAGAGTAGCA
	LD608
	TCCAAATGTAAAATGGCCTATCG

	6
	LD609
	AAAGCAGTTGAAGACAAGTTCGAA
	LD610
	GACTCTCTCCACCGTTTGACG

	5’-ETS
	LD613
	GCGAAGGATTTGGTGGATTA
	LD614
	TCACGGAATGGTACGTTTGA

	7
	LD611
	CTTGTCTCAAAGATTAAGCCATGC
	LD612
	ACCACAGTTATACCATGTAGTAAAGGAACT

	9
	LD644
	GGTCTGTGATGCCCTTAGACG
	LD645
	AGTTTCACAAGATTACCAAGACCTCTC

	10
	LD646
	AATATTAAAAACTTTCAACAACGGATCTCT
	LD647
	CGATGATTCACGGAATTCTGC

	11
	LD648
	GGTGGTAAATTCCATCTAAAGCTAAATATT
	LD649
	CACGTACTTTTTCACTCTCTTTTCAAA

	13
	LD652
	GGAGGAGTTATCTTTTCTTCTTAACAGCT
	LD653
	AAGGTGCTGGCCTCTTCCA

	14
	LD654
	AAAGAAGACCCTGTTGAGCTTGA
	LD655
	GTATTTCACTGGCGCCGAA

	17
	LD658
	TACGATGAGGATGATAGTGTGTAAGAGTG
	LD659
	CTCTTTCAACCCATCTTTGC

	18
	LD660
	CTCATTTCCTATAGTTAACAGGACATGC
	LD661
	TTCACTTGTCTCTTACATCTTTCTTGG

	snR33
	LD1631
	CGGAACGGTACATAAGAATAGAAGAG
	LD1632
	TTCAATCTCTGCTCCTCCAAAC


All oligonucleotides were previously used in 


[6] ADDIN EN.CITE  except LD1631 and LD1632, which are described in 


[7] ADDIN EN.CITE .
Oligonucleotides used for Northern Blot analysis

	Primer
	Sequence (5’-3’)

	LD339
	GGCCAGCAATTTCAAGTTA

	LD359
	TTGTTACCTCTGGGCCC

	LD471
	CGGTTTTAATTGTCCTA

	LD871
	CATGGCTTAATCTTTGAGAC

	LD906
	TGAGAAGGAAATGACGCT

	LD1099
	CTCCGCTTATTGATATGC

	LD1142 (PGK1)
	ACCGTTTGGTCTACCCAAGTGACAAGCCAAGACA

	LD1290 (SCR1)
	ATCCCGGCCGCCTCCATCAC

	LD1299 (GRE1-R)
	CGCACATCCATGTGTCAAGA

	LD1300 (GRE1-F)
	TAATACGACTCACTATAGGGCTGACAGTTCCGGTAAGTTCTT


Oligonucleotides used for RTqPCR analysis

	Primer
	Amplicon name
	Sequence (5’-3’)

	LD2021
	SPT5 
	TACAGATGATGCCCAAGCAA

	LD2022
	SPT5
	CGTCCTCATCATCATCATCG

	LD714
	ACTIN 1
	CGTTCCAATTTACGCTGGTT

	LD715
	ACTIN 1
	AGCGGTTTGCATTTCTTGTT
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