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Figure S2. (A) Overview of Sleeping Beauty (SB) models of cancer. (B) We used a Cre-inducible SB
transposon mutagenesis system to generate two distinct models of T-cell lymphoma in which
mutagenesis was initiated in either hematopoietic stem cells (Vav-SB) or in nearly differentiated
thymocytes (CD4-SB). (C) Tumors within Vav-SB and CD4-SB mice develop with different latencies

and are driven by distinct mutations. The major findings of this work are described elsewhere

(Berquam-Vrieze et al., submitted).





