Table S4. The 300 murine proviruses of groups G1-G3.

The most intact proviruses were selected from the Mus musculus (C57Black/6J) genome assembly
mm8 portion of a RetroBank prototype by selecting for a RetroTector score of 2000 (essentially
complete proviruses, with no or a few frameshifts or stops) and genus gammaretrovirus (estimated
by RetroTector). 306 proviruses fulfilled these criteria. Of them, six were duplicates. RetroTector may
produce duplicates when alternative proviral interpretations occur. The lowest scoring of each
duplicate was removed, giving 300 proviruses. Three major branches were evident in all phylogenies.
They were named G1, G2 and G3 (for gamma 1, gamma 2 and gamma 3). Some of their properties
are listed below. Although some exogenous gammaretroviruses cluster with the groups (2-3 rat
endogenous proviruses cluster with G2 and many ecotropic exogenous MLVs cluster with G3), only
endogenous proviruses from assembly mm8 are shown below. The envelopes of a few G1 and G2
proviruses cluster differently from the rest of those proviruses, probably due to recombination. The
subject cannot be treated extensively here.

The columns are:

1. Group: The allocation of groups G1-G3, based on gag and pol Clustal alignments and
phylogenetic trees based on them.

2. Jern subgroups. These are from Jern et al, Plos Genetics 2007. We used BLAT at the UCSC site
to search the most highly similar sequence in the mm8 assembly. Not all G3 proviruses could
be given a Jern subgroup assignment, for unknown reasons. Several of the concatenated
gag/pro/pol/env sequences were not sufficiently different from each other, and yielded
ambiguous calls. This uncertainty is reflected in the column.

3. THIS, the G3 subgroup inferred from the clustering in gag, pol and env based trees in this

paper.

Chromosome in mma8.

Chainstart, the start position of the provirus. The 5’ end is always given as the start.

Chainend, the end position of the provirus. The 3’end is always given as the end.
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Sense, which can be the primary (P) or secondary (S) strand. The primary strand is the one

used for numbering the chromosome in question.

8. Score, the score calculated by RetroTector®©. It is a rough representation of proviral
completeness.

9. Genus, in this case always C (gammaretrovirus-like).

10. GagOrf, the sum of frameshifts and stops in the gag gene. -1 means that the gag gene could
not be interpreted.

11. ProOrf, annotated in the same way as GagOrf.

12. PolOrf, annotated in the same way as GagOrf.

13. EnvOrf, annotated in the same way as GagOrf.

14. Estimated PBS. Upper case means “good fit to a PBS sequence”, lower case means
“moderate fit to a PBS sequence”. All PBS entries were checked against the tRNAdb in
Leipzig.

15. The PBS sequence.

16. LTRdivergence, the % divergence between the two LTRs, a rough measure of time since

integration.
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gatgattgtcagcagcett
tggtgcattggeegggaa
tggtgcattggeegggaa
tggtgeattggeegggaa
tggtgcattggeegggaa
tggtgcattggeegggaa
tggtgeattggeegggaa
tggtgcattggeegggaa
tggtgeattggeegggaa
tggtgcattggeegggaa
tggtgcattggeegggaa
tggtgcatgggeegggaa
tggtgcattggeegggaa
tcgtgggtttgagtccca
tggtgcattggetgggaa
tggtgeattggeegggaa
tggtgcattggeegggaa
tggtgcattggeegggaa
tggtgcattggeegggaa
tggtgcattggeegggaa
tgggggctegtecgggat
tgggeectegtecgggat
tggggectcegtecgggat
tggggecteggteeggga
tggggectegtecgggat
gccctattgegagategt
tggggectegtcegggat
tgggggctegtcegggat
tgggggctegtcegggat
tgggggctegtcegggat
tggeescteggtecggga
tggeeecteggtecggga
tggegecteggtecggga
tggegectegtecgggat
tggegecteggtecggga
tgaaaaaatgatgagact
tggggectegtecgggat
tgggggctegtecgggat
tgggegctcgtecgggat
tgggegctcgteegggat
tgggegctegteegggat
tgggegctcgteegggat
tgggegctcgteegggat
tgggegctcgteegggat
tgggsectcggtctggga
tggtgcattggecgggaa
tggtgcattggeegggaa
tggtgcattggecaggaa
tggtgcattggctgggaa
tggtgcattggeeggaaa
tggtgcattggeegggaa
tggtgeattggeegggaa
tggtgcattggetgggaa
tggtgcattggeegggaa
tggtgcattggetgggaa
tggtgeattggeegggaa
tggtgeattggeegggaa
tggtgcattggeegggaa
tggtgcattggeeggaac
tggtgcattggeegggaa
tggtgcattggeegggaa
tggtgcattggeegggaa
tggtgcattggeegggaa
tggtgcattggeegggaa
tggtgcattggeegggaa
tggtgcattggeegggaa
tggtgcattggeegggaa
tggtgegttggeegggaa
tggtgeattggeegggaa
tggtgcattggecgggaa
tggtgcattggeegagaa
tggtgcattggeegggaa
tggtgcattggeegggaa
tggtgcattggeegggaa
tggtgcattggeegggaa
tggtgcattggeegggaa
tggtgcattggeegggaa
tggtgcattggetgggaa
tggtgcattggeegggaa
tggtgeattggeegggaa
tggtgeattggeegggaa
tgggegctegtcegggat
tgggeectegtcegggat
tggggectegtecgggat
tggggectegtecgggat
tggggectegtcegggat
tgggegctcgtecgggat
tgggagctegteegggat
tgggagctegteegggat
tgggegctegteegggat
tgggegctcgteegggat
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PMVE PMV
PMV19 10? 1 PMV
PMV8 PMV
PMV22 PMV
PMV5 1? 11 PMV
PMV11 PMV
PMV1 PMV
PMV16 PMV

PMV

PMV21 PMV
PMV14 8? PMV
PMV13 PMV
PMV23 PMV
PMV7 2? PMV
PMV24 PMV

PMV12 PMV
PMV2 PMV
PMV15 PMV
PMV
PMV
PMV20 PMV
PMV9 PMV
PMV
MPMV14 MPMV
MPMV9 MPMV
MPMV
MPMV3 MPMV
MPMV13 MPMV

12101539
27317207
105161106
33735121
9790554
34538284
52202011
55879954
104833012
19950298
86106187
68140880
112984891
16984867
132935927
52521890
94746451
25612912
74538467
72524699
51892727
124718935
83868369
17014683
26624616
44831985
83021703
94602089
53968674
55674149
7669279
9350834
52257434
41488765
58585489
118292973
41784059
1872546
24683321
25585205
156453233
12068859
3291272
82708425
58755056
34368311
26596457
20307110
2041229
39571122
20481297
110081585
21890390
18992414
94762160
11111258
145841008
146511565
145569452
41247460
94976514
102614371
40907571
104629573
51501683
107652725
29324348
8820301
44422900
78005469
14631230
93594754
33126333
193634451
76026481
41125197
101369892
57038510
184094018
144923629
6658083
30397623
55693276
8241473
82828273
100095189
38440157
76365341
152260864
21819875
15946952
24741102

12091225
27325386
105169841
33743847
9782416
34530059
52193788
55888171
104841220
19942117
86114386
68149001
112976666
16992988
132927704
52529974
94754671
25604689
74546694
72532822
51900951
124727354
83860146
17007273
26616401
44823762
83029926
94610210
53960264
55665938
7677490
9342609
52265662
41480534
58595457
118284583
41775843
1864565
24675169
25593428
156445044
12077015
3282926
82700203
58746837
34360087
26588328
20298885
2049312
39579646
20472878
110090064
21898565
19000833
94770494
11103136
145846614
146505959
145576406
41238878
94968006
102606111
40899181
104637967
51510157
107643982
29332665
8829280
44431622
78014272
14639971
93586013
33118069
193643192
76017739
41134072
101361089
57029318
184102759
144932809
6649425
30406364
55702271
8234255
82836858
100086448
38447227
76374029
152269551
21827661
15938265
24749719

T WDV VUV VYW OTD VWDV ITYVTIODT LYW T YVWIOD VYL DT T TV TV YVWIT T LVLLY T VWD LD TV T LDV TVTYVLLLLYL T VDLV YVV DL DDV T VLD VT YWYV VWDV T T YWD VYW I WYWTITD TV IT T VL LD T T W

2049
2123
2105
2134
2051
2471
2486
2312
2476
2420
2487
2546
2339
2328
2459
2403
2317
2455
2372
2024
2510
2282
2516
2500
2529
2401
2458
2541
2427
2471
2514
2470
2403
2070
2220
2010
2347
2035
2500
2495
2050
2095
2240
2436
2495
2296
2023
2516
2026
2433
2293
2496
2002
2020
2196
2316
2116
2092
2153
2194
2323
2178
2192
2102
3088
2628
2648
2837
2950
2945
2977
2927
2394
2565
2929
2937
2594
2828
2564
2818
2387
2584
2054
2096
2874
2936
2106
2940
2906
2591
2937
2861
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tggggectegtcegggat
tggtgcattggeegggaa
tggtgcattggctgggaa

tggggectegteegtgat

tggtgeattggeegggaa
tggaggtcecaccgagat
tggaggtcccaccgagat
tggaggccccagegagat
tggaggttccaccgagat
tggaggtcecaccgagat
tggaggtcccaccgagat

tggaggtcccaccgagat
tggaggtcccaccgagat
tggaggttccaccgagat
tggaggccccagegagat
tggaggtcecaccgagat
tggaggtcccaccgagat
tggaggtcecaccgagat

tggaggtcecaccgagat
tggaggtcecaccgagat
tggaggttccactgagat

tggaggttccaccgagat

tggaggtcccaccgagat
tggaggcceccagegagat
tggaggtcccaccgagat

tggaggtcccaccgagat
tggaggtcecaccgagat
tggaggtcecaccgagat
tggaggttccaccgagat
tggaggtcecaccgagat
tggaggtcecaccgagat
tggaggccccagegagat
tggaggttccaccaagat
tggaggtcccaccgagat
tggaggceccageaagat
tggaggttccaccgagat
tggaggtcccagegagat
tggaggtcccaccgagat
tggaggtcccactgagat
tgggaggtttececactag

tggaggttccaccgagat
tggaggttccaccgagat
tggaggccccagegagat

tggaggtcccaccgagat
tggaggtcccaccaagat
tggaggtcccaccgagat
tggggectegtecgggat
tggggectegtectggat

tggggcctegtecgggat
tggaggctcatcegggat
tggtgcattggecaggaa
tggggactegttegggat

tgggegctegteegggat
tgggggctegteegggat
tggegectegtecgggat
tgggeectegtcccggga
tgggggctegeeccagga
tggggectegteccggga
tggggectegteccggga
agggggctcatecgggat
tggaggtcccaccgagat
tggaggttccaccgagat
tggaggttccaccgagat
tggaggttccaccgagat
tggaggtcecaccgagat
tggaggtcecaccgagat
tggaggtcccaccgagat
tggaggtcccaccgagat
tggaggttccaccgagat
tggaggtcccaccgagat
tggaggttccaccgagat
tggaggtcecaccgagat
tggaggtcccaccgagat
tggaggttccaccgagat
tggaggtcecaccgagat
tggaggttccaccgagat
tggaggttccaccgagat
tggaggttccaccgagat

tggaggtcccaccgagat
tggaggtcccaccgagat
tggaggtcccaccgagat
tggaggtcccaccgagat
tggaggttccaccgagat
tggaggttccaccgagat
tggaggttccaccgagat
tggaggtcecaccgagat
tggaggtcecaccgagat

0,418
0,418

0,418

0,392
1,25

1,255

2,51
1,897
1,255

0,837

1,478
1,258
12,979

2,092
5,926

7,113
1,852

1,347
3,834
3,043

2,41
0,758

2,196
0,193

0,429
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G3
G3
G3
G3
G3
G3
G3
G3
G3
G3
G3
G3
G3
G3
G3
G3
G3
G3
G3
G3
G3
G3
G3
G3
G3

MPMV7

MPMV6

MPMV8
MPMV4
MPMV1
MPMV11

MPMV5
XMV18
XMV15
XMV12?
XMV19
XMV9
XMV13
XMV16
XMV
XMV41
XMV17 ?
XMVA42 43?

<eco>

MPMV
MPMV
MPMV
MPMV
MPMV
MPMV
MPMV
MPMV
MPMV
MPMV
MPMV
MPMV
MPMV
XMV
XMV
XMV
XMV
XMV
XMV
XMV
XMV
XMV
XMV
XMV
EMV

126052021
60402203
22424071
43496527
73223771

133470452

110148316

102900091
86698849
64005512
70465730

122453776

4628507
60988354
62237522
44818939
53484913

146062965
68392368
41663510

145371516

173317855
23221035

172778230

126320498

126060437
60394839
22432738
43505213
73213956

133479146

110140851

102908778
86707535
64014552
70474228

122460838

4620011
60980003
62245905
44810580
53492360

146071316
68384024
41656480

145363002

173326267
23212626

172786635

126311126

WDV YW T YVLLDVDOVDYVWIOD VLDV TVT T T T LD VIO T LD

2473
2265
2929
2960
2547
2862
2459
2865
2944
2947
3000
2230
2728
2906
2929
2936
2707
3063
2914
2282
2924
2985
3147
3099
2984
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-1Q
oaQ
oaQ

0Q
-1Q
0Q
0Q
oT

-1Q
2Q
oaQ
oaQ
oaQ
oaQ
0Q
0Q

0Q
or
oP
oP
oP

tggaggtcccaccgagat
tggaggtcccaccgagat
tggaggtcecaccgagat

tggaggttccaccgagat
tggaggtcccaccgagat
tggaggttccaccgagat
tggaggtcccaccgagat
tggaggccccagegagat

tggaggttccaccgagat
tggaggtcccaccgagat
tggaggttccaccgagat
tggaggtcccaccgagat
tggaggttccaccgagat
tggaggttccaccgagat
tggaggtcccaccgagat
tggaggtcecaccgagat

tggaggttccaccgagat
tgggeectegtecgggat
tgggeectegtecgggat
tggggectcegtecgggat
tggggectegteegggat

43,519
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