[bookmark: _GoBack]Table S3. P. andina ypt1 haplotypes obtained from cloning for the full region (IR through RAS). Italicized sites are between sequenced regions and were not included in the analysis.
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a Haplotype designation for the IR region of the gene. ‘R’ indicates a recombinant haplotype.
b Haplotype designation for the RAS region of the gene. ‘R’ indicates a recombinant haplotype.
c Number of clones sequenced that had the corresponding haplotype. 
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